
UC Merced
UC Merced Previously Published Works

Title
Author Correction: Genome-guided isolation of the hyperthermophilic aerobe 
Fervidibacter sacchari reveals conserved polysaccharide metabolism in the 
Armatimonadota

Permalink
https://escholarship.org/uc/item/01q400gh

Journal
Nature Communications, 16(1)

ISSN
2041-1723

Authors
Nou, Nancy O
Covington, Jonathan K
Lai, Dengxun
et al.

Publication Date
2025-04-29

DOI
10.1038/s41467-025-59415-9

Copyright Information
This work is made available under the terms of a Creative Commons Attribution 
License, available at https://creativecommons.org/licenses/by/4.0/
 
Peer reviewed

eScholarship.org Powered by the California Digital Library
University of California

https://escholarship.org/uc/item/01q400gh
https://escholarship.org/uc/item/01q400gh#author
https://creativecommons.org/licenses/by/4.0/
https://escholarship.org
http://www.cdlib.org/


Corrections&amendments

Author Correction: Genome-guided isolation of the
hyperthermophilic aerobe Fervidibacter sacchari reveals
conserved polysaccharide metabolism in the Armatimonadota

Nancy O. Nou , Jonathan K. Covington, Dengxun Lai , Xavier Mayali ,
Cale O. Seymour, Juliet Johnston, Jian-Yu Jiao, Steffen Buessecker ,
DamonMosier, Alise R. Muok, Nicole Torosian, Allison M. Cook, Ariane Briegel ,
Tanja Woyke , Emiley Eloe-Fadrosh , Nicole Shapiro , Scott G. Bryan,
Savannah Sleezer, Joshua Dimapilis, Cristina Gonzalez, Lizett Gonzalez,
Marlene Noriega, Matthias Hess , Ross P. Carlson , Lan Liu , Meng-Meng Li,
Zheng-Han Lian, Siqi Zhu, Fan Liu, Xian Sun, Beile Gao, Ritesh Mewalal ,
Miranda Harmon-Smith , Ian K. Blaby , Jan-Fang Cheng, Peter K. Weber ,
Gabriela Grigorean , Wen-Jun Li , Anne E. Dekas , Jennifer Pett-Ridge ,
Jeremy A. Dodsworth, Marike Palmer & Brian P. Hedlund

In the version of this article initially published, Table 1 did not include the properties of the taxa
being proposed or refer directly to another location in the main manuscript describing the
properties. As such, the originalmanuscript didnot complywith Rule 27 (2)(c) of the ICNP. Also,
Table 1 listed the order Fervidibacterales as the nomenclatural type for the class Fervidibacteria,
which violates latest emended version of Rule 15 stating that the nomenclatural type for a class
must be a genus.

Below we provide a modification of Table 1 containing protologues with these errors
corrected. We have also changed the order of the taxa in the table to meet the most common
ordering.

The error has not been corrected in the PDF or HTML versions of the Article.

Correction to: Nature Communications
https://doi.org/10.1038/s41467-024-53784-3,
published online 4 November 2024

https://doi.org/10.1038/s41467-025-59415-9

Check for updates
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Table 1 | Taxon names proposed under the ICNP

Proposed taxon Etymology Description

Genus Fervidibacter Fer.vi.di.bac’ter. L. masc. adj. fervidus, hot, steaming; N.L. masc.
n. bacter, a rod; N.L. masc. n. Fervidibacter, a hot rod

Thermophilic or hyperthermophilic inhabitants of freshwater
thermal environments. All members are likely polysaccharide-
degrading chemoheterotrophs with numerous carbohydrate-
active enzymes encoded in their genomes. Aerobic, with high-
affinity and/or low-affinity terminal oxidases present in the gen-
omes. The oxidative pentose phosphate pathway and the tri-
carboxylic acid cycle are complete in genomes belonging to the
genus. Gram-stain-negative and diderm cell envelope structure.
Ovoid- to rod-shaped morphology. Spores are not formed. The
genus is a distinct phylogenetic lineage in the family Fervidi-
bacteraceae, the order Fervidibacterales, and the class Fervidi-
bacteria in the phylum Armatimonadota. The type species is
Fervidibacter sacchariT.

Species Fervidibacter
sacchari

sac’cha.ri. N.L. gen. n. sacchari, of sugar Hyperthermophilic, microaerophilic, facultatively anaerobic, and
grows chemoheterotrophically on monosaccharides and poly-
saccharides. Cells are ovoid- to rod-shaped, Gram-stain negative,
and are 0.9–1.3 µm in width and 1.6–3.6 µm in length. Grows
between 65 and 87.5 °C and an optimum temperature of 80 °C,
and a pH range of 6.5–8.6with an optimumpHof 7.5. Grows at an
optimum O2 concentration of 5–10%. Grows on D-arabinose, D-
galactose, D-glucose, D-rhamnose, D-ribose, D-xylose, chon-
droitin sulfate, colloidal chitin, galactan, gellan gum, guar gum,
karaya gum, locust bean gum, xantham gum, xyloglucan, β-glu-
can, glycogen, starch, AFEX-pretreated corn stover, miscanthus,
sugarcane bagasse, acetate and casamino acids. Growsweakly on
xyloglucan under fermentation conditions. The major fatty acids
(>10%) are C16:0, C18:0 and/or cyclo-C17:0, and iso-C16:0. The
major respiratory quinones (>10%) are MK-8 and MK-9. The isolate
and genomes of the species have been recovered from geother-
mal springs in the Great Basin, Nevada, USA. GC content of gen-
omes range between 51–52%. Subunits for both the high-affinity
and low-affinity terminal oxidases are encoded in the genomes.
Genomes also encode a Group 3d [NiFe] hydrogenase, which
produces hydrogen as an electron sink for NAD+ regeneration. The
type strain PD1T (= JCM 39283T = DSM 113467T) was isolated from
Great Boiling Spring in Nevada, USA.

Family Fervidibacteraceae Fer.vi.di.bac.te.ra’ce.ae. N.L. masc. n. Fervidibacter type genus of
the family; L. suff. -aceae ending todenote a family; N.L. fem.pl. n.
Fervidibacteraceae the family of the genus Fervidibacter

Thermophilic or hyperthermophilic inhabitants of freshwater
thermal environments. All members are likely polysaccharide-
degrading chemoheterotrophs with numerous carbohydrate-
active enzymes encoded in their genomes. Aerobic, with high-
affinity and/or low-affinity terminal oxidases present in the gen-
omes. The oxidative pentose phosphate pathway and the tri-
carboxylic acid cycle are complete in genomes belonging to the
family. The family is a distinct phylogenetic lineage in the order
Fervidibacterales and the class Fervidibacteria in the phylum
Armatimonadota. The type genus is Fervidibacter.

Order Fervidibacterales Fer.vi.di.bac.te.ra’les. N.L. masc. n. Fervidibacter type genus of
the order; L. suff. -ales ending to denote an order; N.L. fem. pl. n.
Fervidibacterales the order of the genus Fervidibacter

Thermophilic or hyperthermophilic inhabitants of freshwater
thermal environments. All members are likely polysaccharide-
degrading chemoheterotrophs with numerous carbohydrate-
active enzymes encoded in their genomes. Aerobic or strictly
anaerobic. Phylogenomic placement of this lineage within the
Fervidibacteria and relative evolutionary divergence supports
delineation of this lineage as an order within the class Fervidi-
bacteria and phylum Armatimonadota. The type genus is
Fervidibacter.

Class Fervidibacteria Fer.vi.di.bac.te’ri.a. N.L. masc. n. Fervidibacter type genus of the
type order of the class; L. suff.
-ia ending to denote a class; N.L. neut. pl. n. Fervidibacteria the
class of the order Fervidibacterales

Thermophilic or hyperthermophilic inhabitants of freshwater
thermal environments. All members are likely polysaccharide-
degrading chemoheterotrophs with numerous carbohydrate-
active enzymes encoded in their genomes. Aerobic or strictly
anaerobic. Phylogenomic placement of this lineage within the
Armatimonadota and relative evolutionary divergence supports
delineation of this lineage as a class within the Armatimonadota.
The type genus is Fervidibacter.
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Open Access This article is licensed under a Creative Commons
Attribution-NonCommercial-NoDerivatives 4.0 International License,
which permits any non-commercial use, sharing, distribution and
reproduction in any medium or format, as long as you give appropriate
credit to the original author(s) and the source, provide a link to the
Creative Commons licence, and indicate if you modified the licensed
material. Youdonot havepermissionunder this licence toshare adapted
material derived from this article or parts of it. The images or other third
party material in this article are included in the article’s Creative
Commons licence, unless indicated otherwise in a credit line to the
material. If material is not included in the article’s Creative Commons
licence and your intended use is not permitted by statutory regulation or
exceeds the permitted use, you will need to obtain permission directly
from the copyright holder. To view a copy of this licence, visit http://
creativecommons.org/licenses/by-nc-nd/4.0/.
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