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Smith Feedstocks Division, Joint BioEnergy Institute, 5885 Hollis St, Emeryville, CA

94608
The process of plant cell wall biosynthesis involves a compléessef biochemical processes involving m

hundreds of proteins. Determining the function of a spegéite through functional genomics techniques
proved problematic due to genetic redundancies and undetectable chammesorCtechniques have u
mutant collections in forward genetic screens or reverse gemetirectly target and disrupt genesntérest
Since such techniques are heavily reliant on some phenotypi¢nuisiion to asses gene function,
absence of a measureable difference often results in ligfalusformation. Furthermore the complete abs
of many genes produced bycbutechniques results in a lethal phenotype as the gene is abs@qteted fo
normal function of the plant. A more subtle approach utilizes genécatices in naturally occurring varia
to provide important information about gene function andegie diversity. In collaboration with the Jc
Genome Institute we have sequenced two Arabidopsis accessign8 &Bd Sh®) that have previously be
shown to have measureable differences in Ara-Rha ratios iwalekxtracts. This genetic informati and th
utilization of recombinant inbred lines (RIL’'s) will be used to m@pL’'s identified in these and ott
Arabidopsis accessions to identify loci that contribute to functional diffeseangdant cell walls.

This work was supported by the U.S. Department of Energy under Contract No. DE-AC02-05CH11231.

U.S. DEPARTMENT OF Ofﬁce Of

ENERG Science



jawolslegel
Typewritten Text
This work was supported by the U.S. Department of Energy under Contract No. DE-AC02-05CH11231.


DISCLAIMER

This document was prepared as an account of work sponsored by the United States
Government. While this document is believed to contain correct information, neither the
United States Government nor any agency thereof, nor the Regents of the University of
California, nor any of their employees, makes any warranty, express or implied, or
assumes any legal responsibility for the accuracy, completeness, or usefulness of any
information, apparatus, product, or process disclosed, or represents that its use would not
infringe privately owned rights. Reference herein to any specific commercial product,
process, or service by its trade name, trademark, manufacturer, or otherwise, does not
necessarily constitute or imply its endorsement, recommendation, or favoring by the
United States Government or any agency thereof, or the Regents of the University of
California. The views and opinions of authors expressed herein do not necessarily state or
reflect those of the United States Government or any agency thereof or the Regents of the
University of California.






