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genetics, gene, polymorphisms, fatigue, nursing, biomarkers, 
and cancer. Inclusion criteria were studies conducted by nurses; 
articles focused on CRF and circulant biomarkers; articles that 
examined genetic predispositions to CRF; publications in Eng-
lish, Spanish and Portuguese with publications and abstracts 
available online on that databases.

Findings and Interpretation: We found 1229 articles with the 
above keywords. After abstracts exhaustive reading, indepen-
dently by three authors, accordance with inclusion criteria, 6 
of those articles were selected. After those publication analysis, 
two main themes were observed: biomarkers associated with 
quality of life in patients with cancer; evidence of association be-
tween polymorphisms and cytokines with CRF. Most of articles 
appointed the term “sickness behavior” to define the syndrome 
resulting from the release of pro-inflammatory cytokines as part 
of the immune response to cancer. With the exception of a clini-
cal trial, all manuscripts pointed to genotypic differences related 
to different levels of fatigue.

Discussion and Implications: The findings indicated a lack 
of consensus among researchers about the exact set of cytokines 
and polymorphisms associated with CRF. It was emphasized 
the need for further investigations given the gaps that still exist-
ing on the matter. Once identified the actual pathophysiological 
pathways of CRF, the measurement of biological markers may 
be implemented on clinical practice as part of the individual-
ized nursing assistance, and genomic based healthcare. The un-
derstanding of biological issues as determinants of subjective 
experiences such as FRC improve interventions to prevent and 
resolve this symptom.
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nale: The purposes of this study were to determine if the occur-
rence of 13 common symptoms could be used to categorize on-
cology patients with distinct symptom experience and if these 
distinct classes differed on demographic and clinical character-
istics and quality of life (QOL) outcomes.

Methods, Intervention and Analysis: A total of 582 oncol-
ogy outpatients completed the Memorial Symptom Assessment 
Scale and the Multidimensional Quality of Life Scale. Latent 
class analysis was used to identify distinct subgroups of on-
cology patients based on their rating of the occurrence of 13 
common symptoms. Differences among the latent classes were 
evaluated using analyses of variance and Chi Square analyses.

Findings and Interpretation: Four distinct subgroups of pa-
tients were identified: all low (28.0%), moderate level of physi-
cal symptoms and low level of psychological symptoms (26.3%), 
moderate level of physical symptoms and high level of psycho-
logical symptoms (25.4%), and all high (20.3%). Compared to 
the all low class, patients in the all high class were significantly 
younger and more likely to be female. Compared to the other 
three classes, a higher percentage of the patients in the moder-
ate level of physical symptoms and low level of psychological 
symptoms class were diagnosed with lung cancer. Compared to 
patients in the all low class, patients in the all high class reported 

significantly lower QOL subscale (i.e., physical well-being, psy-
chological well-being social well-being) and total scores.

Discussion and Implications: The occurrence of common 
symptoms can be used to identify oncology outpatients who 
require more aggressive symptom management interventions.

C2-0159
ASSOCIATION BETWEEN POTASSIUM CHANNEL GENE 
POLYMORPHISMS AND SEVERE PERSISTENT PAIN FOL-
LOWING BREAST CANCER SURGERY. Christine Miaskows-
ki, RN, PhD, University of California, San Francisco, CA; 
Bradley Aouizerat, PhD, MAS, University of California, San 
Francisco, CA; Steven Paul, PhD, University of California, 
San Francisco, CA; Bruce Cooper, PhD, University of Cali-
fornia, San Francisco, CA; Claudia West, RN, MS, University 
of California, San Francisco, CA 

Underwriting or Funding Source: National Cancer Institute
Poster Category: Research Study
Topic Significance and Study Purpose/Background/Ratio-

nale: The purpose of this study was to evaluate for differences 
in potassium channel gene polymorphisms in patients with and 
without severe persistent breast pain following breast cancer 
surgery.

Methods, Intervention and Analysis: At seven timepoints 
(i.e., just prior to and monthly for six months following surgery 
for breast cancer), 398 women completed self-report question-
naires about demographic and clinical characteristics, as well as 
pain in their affected breast. Growth mixture modelling was used 
to identify latent classes of patients with distinct pain trajectories. 
Chi-square tests were used to evaluate for differences in potas-
sium channel gene polymorphisms between the latent classes. 
For this analysis, patients who reported no breast pain during the 
six months of the study were compared to patients who reported 
severe persistent pain (i.e., worst pain scores of ~8).

Findings and Interpretation: Patients in the severe persistent 
pain class were significantly younger, had a higher number of 
comorbidities, and a poorer functional status. Between group 
differences were found in polymorphisms for the following 
potassium channel genes: KCND2 (p=.013), KCNJ3 (p=.003), 
KCNJ6 (p=.002), and KCNK9 (.041).

Discussion and Implications: This study provides prelimi-
nary evidence of distinct groups of breast cancer patients who 
differ in their experience with pain following breast cancer sur-
gery. In addition, variations in potassium channel genes contrib-
ute to the development of severe persistent breast pain. These 
associations may help to identify high risk patients.
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