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When this article was published, Table 2 contained a number of errors. The correct artwork is printed below.
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Table 2
Variation in the 639 bp sequence of the COII gene of Anopheles aconitus.

Frequencies of haplotypes are in parentheses and variable positions are shown in the first row. Identity with the first sequence is denoted by a dot and substitution by a
different base letter.
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