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Table 2
Variation in the 639 bp sequence of the COII gene of Anopheles aconitus.

Sites
GenBank
Haplotype 111122222223333333334444444444555555555  4.coccion
12234778567701345790122335590123667799111225677 no.

67804251951410448976847034752400381756069282706
HAPL1 (44) GACACTTTCTACTAACTTAATTTATATATTTGGTATAGAAATTTAAA  AJ626951

HAPL2(20) . Gee e e e, G...C... AJ626952
HAPL3 (10) R I G G...C... AJ626953
HAPLA(7)  ....... Coveeen Gov e e G...C... AJ626954
HAPL5(6) ... .. T Covveiinn G...C AJ626955
HAPLE (5) .o C..... Goovv vt C..A ... G...C... AJ626956
HAPL7 (1) oo, G e e AJ626957
HAPLS (1) oo, Gt G..CC.. AJ626958
HAPLO(2) o G oo G..... G..... G...C.. AJ626959
HAPL10(1)  ....... Co.. T .. Gt e, G...C.. AJ626960
HAPL11(1)  ....... Coveeen Guveee et Ao, G...C.. AJ626961
HAPL12 (1) S G...C.. AJ626962
HAPLI3 (1) o e Covvnn. G...C.. AJ626963
HAPLIA(3) oottt e e e C AJ626964
HAPL15(1) ... . C..... G...G....C..A....... G...C... AJ626965
HAPL16(1) . .......... T.C..... Goveo it C..A....... G...C... AJ626966
HAPL17(2) ... . ...... T C..Covvvii . G...C AJ626967
HAPLI18(2)  ........ T Guee e C AJ626968
HAPL19(1) e G T CC.vGueeeeee e, C... AJ626969
HAPL20 (1) oo Gttt e e e AJ626970
HAPL21 (1) .. CCC v e e, AJ626971
HAPL22(1) oo G et e e e AJ626972
HAPL23 (1) G e e e e e AJ626973
HAPL24 (1) AL, Coven Gttt e e AJ626974
HAPL25 (1) G AJ626975
HAPL26 (1) G Gttt e C..... AJ626976
HAPL27 (1) oo GooCue e AJ626977
HAPL28(1)  ......... CO e e e e e AJ626978
HAPL29(2) . [ C...G...C... HQ403792.1
HAPL30(1)  ..... Covvieeee e, Gee e e, G...C... HQ403794.1
HAPL3T (1) oottt e e e e e e C.G. HQ403776. 1
HAPL32 (1) e e e e e e G.  HQ403771.1
HAPL33 (1) oo et Ao HQ403765. 1
HAPL34 (1) CGT. Gt e, G...C... HQ403757.1
HAPL35 (1) R Goeoe e e A.G...C... HQ403772.1
HAPL36(3) ... GG e e HQ403808. 1
HAPL37(1) ... .. Covveee e C..A...... GGG..C... HQ403804. 1
HAPL38 (1) LG Gttt e e C... HQ403812.1
HAPL39 (1) oottt e e e e e G.G.. vt G.  HQ403799. 1
HAPLAO (1) e e e e e Govvvn G.  HQ403795. 1
HAPLAL(1) ..o e Cotee e G.  HQ403796. 1
HAPL42(1) . oo G et e CG..  HQ403800. 1
HAPLA3 (1) oo Gttt e e e C... HQ403802.1
HAPL44 (1) T G e HQ403806. 1
HAPLA5(1)  ...... Gt e e e e HQ403807. 1
HAPLAG (1) e e Govoii T  HQ403814. 1

Frequencies of haplotypes are in parentheses and variable positions are shown in the first row. Identity with the first sequence is denoted by a dot and substitution by a
different base letter.
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