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RESEARCH ARTICLE https://doi.org/10.1158/2767-9764.CRC-21-0176 OPEN ACCESS

Check for
updatesInhibitor of the Nuclear Transport Protein XPO1

Enhances the Anticancer Efficacy of KRAS
G12C Inhibitors in Preclinical Models of KRAS
G12C–Mutant Cancers
Husain Yar Khan1, Misako Nagasaka2,3, Yiwei Li1, Amro Aboukameel1, Md. Hafiz Uddin1,
Rachel Sexton1, Sahar Bannoura1, Yousef Mzannar1, Mohammed Najeeb Al-Hallak1,
Steve Kim1, Rafic Beydoun1, Yosef Landesman4, Hirva Mamdani1, Dipesh Uprety1,
Philip A. Philip1, Ramzi M. Mohammad1, Anthony F. Shields1, and Asfar S. Azmi1

ABSTRACT

The identification of molecules that can bind covalently to KRAS G12C
and lock it in an inactive GDP-bound conformation has opened the door
to targeting KRAS G12C selectively. These agents have shown promise in
preclinical tumor models and clinical trials. FDA has recently granted ap-
proval to sotorasib for KRAS G12C–mutated non–small cell lung cancer
(NSCLC). However, patients receiving these agents as monotherapy gener-
ally develop drug resistance over time. This necessitates the development
of multi-targeted approaches that can potentially sensitize tumors to KRAS
inhibitors. We generated KRAS G12C inhibitor–resistant cell lines and ob-
served that they exhibit sensitivity toward selinexor, a selective inhibitor of
nuclear export protein exportin 1 (XPO1), as a single agent. KRAS G12C
inhibitors in combination with selinexor suppressed the proliferation of
KRAS G12C–mutant cancer cell lines in a synergistic manner. Moreover,
combined treatment of selinexor with KRAS G12C inhibitors resulted in
enhanced spheroid disintegration, reduction in the number and size of

colonies formed by G12C-mutant cancer cells. Mechanistically, the com-
bination of selinexor with KRAS G12C inhibitors suppressed cell growth
signaling and downregulated the expression of cell-cycle markers, KRAS
and NF-κB as well as increased nuclear accumulation of tumor suppressor
protein Rb. In an in vivoKRASG12C cell-derived xenograft model, oral ad-
ministration of a combination of selinexor and sotorasib was demonstrated
to reduce tumor burden and enhance survival. In conclusion, we have
shown that the nuclear transport protein XPO1 inhibitor can enhance the
anticancer activity of KRAS G12C inhibitors in preclinical cancer models.

Significance: In this study, combining nuclear transport inhibitor selinexor
with KRAS G12C inhibitors has resulted in potent antitumor effects in pre-
clinical cancer models. This can be an effective combination therapy for
patients with cancer that do not respond or develop resistance to KRAS
G12C inhibitor treatment.

Introduction
RAS is one of the most frequently mutated oncogenes. In fact, more than 20%
of all human cancers are associated with mutations in one of the three RAS
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isoforms, KRAS, HRAS, or NRAS (1, 2). KRASmutations are associated with a
poor prognosis in general, notably in colorectal and pancreatic cancers. Muta-
tions in KRAS are common in many solid tumors, most frequently occurring
in 45% of colorectal, 35% of lung, and up to 90% of pancreatic cancers. In
the United States alone, nearly 150,000 new cases of KRAS-mutated cancers
are diagnosed each year across these three cancer types. More than half of
all KRAS-driven cancers are caused by the three most common KRAS alleles,
G12D, G12V, and G12C, which account for approximately 100,000 new cases in
the United States (3).

The KRAS gene encodes a small GTPase that acts as a molecular switch
controlling key signaling pathways, such as the MAPK (RAF/MEK/ERK) and
PI3K (PI3K/AKT/mTOR) pathways, which are responsible for cell proliferation
and survival. KRAS protein alternate between the GDP-bound (inactive) and
GTP-bound (active) states. GTP-bound KRAS stimulates the activation of
many downstream signaling pathways. A key feature of oncogenic KRAS is
impaired GTP hydrolysis, which results in increased flux through downstream
pathways (4).
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KRAS has long been considered undruggable. Due to its high affinity for
GTP/GDP and the lack of a clear binding pocket, efforts to directly target KRAS
have largely failed (5, 6). However, a paradigm shift happened with the identi-
fication of a novel allosteric binding pocket under the switch II region of KRAS
G12C protein that can be exploited for drug discovery. This led to the devel-
opment of molecules that can covalently bind to G12C mutant KRAS at the
cysteine 12 residue, thereby locking the protein in its inactive GDP-bound form
that results in the inhibition of KRAS-dependent signaling, ultimately yielding
antitumor activities (7–9). This opened a window of opportunity to selectively
target KRAS G12C protein using effective mutant-specific small-molecule in-
hibitors, allowing KRAS to finally become druggable, albeit for a fraction of all
KRAS-mutated tumors. Through this strategy several KRAS G12C inhibitors
have been developed so far, including AMG510 (sotorasib) and MRTX849
(adagrasib). Both compounds have shown promising results in preclinical tu-
mor models (10, 11) as well as in clinical trials (NCT03600883, NCT03785249).
Sotorasib has recently become the first KRAS G12C inhibitor to be granted ac-
celerated approval by FDA as a second-line treatment for patients with NSCLC
carrying KRAS G12C mutation (12).

Although these KRASG12C inhibitors have shown robust antitumor responses,
but as targeted therapies, they are susceptible to the development of intrin-
sic or adaptive resistance, which can impede their prolonged therapeutic use
(13, 14). There are already multiple indications that patients treated with these
agents can develop drug resistance over time (15–18). This necessitates the
need for combination approaches that can potentially sensitize tumors to KRAS
inhibitors when cotargeted.

The nuclear export protein exportin 1 (XPO1) plays a vital role in maintaining
cellular homeostasis by mediating the export of a number of protein cargoes,
including the majority of tumor suppressor proteins (TSPs), from the nucleus
to the cytosol (19). In many solid and hematologic malignancies, increased ex-
pression of XPO1 has been observed which reportedly correlated with poor
prognosis (20–21). XPO1 overexpression enhances the export of TSPs to the
cytosol, thereby preventing them from carrying out their normal function of
cell growth regulation in the nucleus (22). Therefore, XPO1 inhibition that can
cause sequestering of TSPs within the nucleus, has emerged as an appealing
anticancer strategy (19).

Interestingly, it has been reported that KRAS-mutant NSCLC cells are de-
pendent on XPO1-mediated nuclear export, rendering XPO1 a druggable
vulnerability in KRAS-mutant lung cancer (23). Furthermore, the antitumor
efficacy of XPO1 inhibitor selinexor against KRAS-mutant lung cancer patient-
derived xenografts (PDX) was recently demonstrated (24). Moreover, XPO1 is
linked to resistance to various standard-of-care chemotherapies and targeted
therapies, whichmakes it a promising target for novel cancer therapies (25, 26).
In fact, XPO1 inhibitor selinexor (in combination with dexamethasone alone
and with bortezomib and dexamethasone) has been approved for patients with
relapsed/refractory multiple myeloma (27) and as a monotherapy for patients
with relapsed/refractory diffuse large B-cell lymphoma (28).

In this study, we report for the first time that KRAS G12C inhibitor–resistant
cell lines show sensitivity toward selinexor, providing a rationale for testing
XPO1 inhibitor in combinationwith KRASG12C inhibitors as an effective com-
bination therapy. Using KRAS G12C mutant in vitro and in vivo preclinical
models, we demonstrate enhanced anticancer activity of selinexor and KRAS
G12C inhibitor combinations.

Materials and Methods
Cell Lines, Drugs, and Reagents
MiaPaCa-2, NCI-H2122, NCI-H358, and Panc-1 cells were purchased from
ATCC in 2012, 2013, 2021, and 2012, respectively. NCI “Rasless” mouse em-
bryonic fibroblast (MEF) cell lines (KRAS 4B WT, G12C, G12D, G12V) were
obtained from the NCI (Rockville, MD) in 2019. MiaPaCa-2, Panc-1, and all
theMEF cell lines weremaintained inDMEM(Thermo Fisher Scientific), while
NCI-H2122 andNCI-H358 weremaintained in RPMI1640 (Thermo Fisher Sci-
entific), supplemented with 10% FBS, 100 U/mL penicillin, and 100 μg/mL
streptomycin in a 5% CO2 atmosphere at 37°C. The cell lines have been tested
and authenticated in a core facility of the AppliedGenomics Technology Center
atWayne StateUniversity. Themethod used for testingwas short tandem repeat
(STR) profiling using the PowerPlex 16 System (Promega).Mycoplasma testing
was routinely performed on the cell lines using PCR. All experiments were per-
formed within 20 passages of the cell lines. MRTX1257 (ChemieTek), AMG510,
MRTX849 (SelleckChemicals LLC), and selinexor (KaryopharmTherapeutics)
were dissolved in DMSO to make 10 mmol/L stock solutions. The drug control
used for in vitro inhibitor experiments was cell culture media containing 0.1%
DMSO.

Generation of KRAS G12C Inhibitor (AMG510 and
MRTX1257) Resistant Cell Lines
KRAS G12C–mutant pancreatic ductal adenocarcinoma (PDAC) cell line,
MiaPaCa-2, was maintained in long-term cell culture exposed to incremen-
tal doses of AMG510 and MRTX1257 to develop drug resistance. MiaPaCa-2
cells, seeded at 60%–70% confluence in DMEM and 10% FBS, were maintained
in fresh drug containing medium changed every 3 days. The cells were pas-
saged once they reach −90% confluence. The starting doses of the drugs were
half of the IC50. Doses were doubled after every fifth passage of cell culture.
The maximum dose the cells were exposed to was four times the IC50. After
about 3 months (20 passages) of continuous drug exposure, the resulting pool
of cells were collected and named as MIA-AMG-R and MIA-MRT-R. These
cells were then treated with varying concentrations of the respective inhibitors
and MTT assay was performed. Drug resistance was estimated by comparing
the fold change in IC50s of the drug-primed and the unexposed parental cells.

Cell Viability Assay and Synergy Analysis
Cells were seeded in 96-well culture plates at a density of 3 × 103 cells per well.
The growthmediumwas removed after overnight incubation and replacedwith
100 μL of fresh medium containing the drug at various concentrations seri-
ally diluted from stock solution using OT-2 liquid handling robot (Opentrons).
After 72 hours of exposure to the drug,MTT (3-(4,5-dimethylthiazol-2-yl)-2,5-
diphenyltetrazolium bromide) assay was performed according to the procedure
described previously (29). Using the cell proliferation data (six replicates for
each dose), IC50 values were calculated using the GraphPad Prism 4 software.

For the synergy analysis, cells were treated with three different concentrations
of either MRTX1257/AMG510, or selinexor, or a combination of selinexor with
MRTX1257/AMG510 at the corresponding doses for 72 hours (six replicates for
each treatment). The drug proportion was kept constant across all the three
dose combinations. Cell growth index was determined using MTT assay. The
resulting cell growth data was used to generate isobolograms and calculate
combination index (CI) values by the CalcuSyn software (Biosoft).
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Three-Dimensional Culture and Spheroid
Formation Assay
MiaPaCa-2 and NCI-H2122 cells were trypsinized, collected as single-cell sus-
pensions using cell strainer and resuspended in sphere formation medium
which was composed of 1:1 DMEM and F-12 nutrient mix supplemented with
B-27 and N-2 (Thermo Fisher Scientific). 1,000 cells were plated in each well
of ultra-low attachment 6-well plates (Corning). Media was replenished every
3 days and spheroid growth was monitored. Spheroids growing in spheroid for-
mation medium were exposed to either selinexor, or AMG510, or MRTX1257,
or a combination of selinexor with either AMG510 or MRTX1257 twice a week
for one week (three replicates for each treatment). At the end of the treatment,
spheroids were counted under an inverted microscope and photographed.

Colony Formation Assay
MiaPaCa-2 cells were seeded at a density of 500 cells per well in 6-well plates
and exposed to single-agent or combination drug treatments for 72 hours. At
the end of the treatment, drug containingmediawas removed and replacedwith
fresh media. The plates were incubated in the CO2 incubator for an additional
ten days. After the incubation was over, media was removed from the wells of
the plates and the colonies were fixed with methanol and stained with crystal
violet for 15 minutes. The plates were then washed and dried before colonies
were photographed. Colony number and sizes was later quantified by using
NIH ImageJ 1.5Oi software.

Preparation of Total Protein Lysates andWestern
Blot Analysis
1 × 106 MiaPaCa-2 or NCI-H358 cells were grown in 10-cm petri dishes
overnight. The following day, cells were treated with the drugs as single agents
or combinations for 12 or 24 hours. For total protein extraction, cells were
lysed in RIPA buffer and protein concentrations were measured using BCA
protein assay (PIERCE). A total of 40 μg protein lysate from treated and
untreated cells was resolved on 10% SDS-PAGE and transferred onto nitrocel-
lulose membranes. Themembranes were incubated with the following primary
antibodies (Cell Signaling Technology) at 1:1,000 dilution in 3% non-fat dry
milk: anti-phospho-P70 S6 Kinase (# 9204), anti-P70 S6 Kinase (# 9202),
anti-phospho-ERK1/2 (# 4370), anti-ERK1/2 (# 9102), anti-cyclin B1 (# 12231),
anti-CDK4 (# 12790). Anti-KRAS (# 517599; Santa Cruz Biotechnology), and
anti-NF-κB p65 (# 06–418; Millipore Sigma) primary antibodies were also
used at 1:1,000 dilution, while anti-β-actin (# sc-47778; Santa Cruz Biotech-
nology) and anti-GAPDH (# sc-47724; Santa Cruz Biotechnology) were used
at a dilution of 1:3,000. Incubation with 1:2,000 diluted HRP-linked secondary
antibodies (# 7074/7076; Cell Signaling Technology) in 3% non-fat dry milk
was subsequently performed at room temperature for 1 hour. The signal was
detected using the ECL chemiluminescence detection system (Thermo Fisher
Scientific). Densitometric analysis of the data was performed using the ImageJ
software (NIH, Bethesda, MD).

Nuclear–Cytoplasmic Fractionation
Nuclear and cytoplasmic fractions of the cells were prepared usingNE-PERNu-
clear and Cytoplasmic Extraction Kit (Pierce Biotechnology), according to the
manufacturer’s instructions. Briefly, cells were detached using trypsin-EDTA
and washed twice with PBS by centrifugation at 500 × g for 5 minutes. Ice-
cold CER I was added to the cell pellet, mixed by vortexing, and CER II was
added to the cells after 10 minutes of incubation. The tubes were vortexed, in-
cubated for 1 minute, vortexed again, then centrifuged at maximum speed for

5 minutes at 4° C. The supernatant which contains the cytoplasmic extract was
transferred to a new tube. The pellet which contains the nuclei was thenwashed
with ice-cold PBS, then ice-cold NER was added. The tubes were incubated on
ice for 40 minutes with vortexing every 10 minutes. The tubes were then cen-
trifuged at maximum speed for 10 minutes, and the supernatant containing the
nuclear extract was transferred to a new tube. Protein concentration of the frac-
tions was measured, and the fractions were then used for subsequent Western
blot analysis (as described above). Anti-Rb (# 9309; Cell Signaling Technol-
ogy), anti-Lamin B1 (sc-377000; Santa Cruz Biotechnology) primary antibodies
were used at 1:1,000 dilution, whereas anti-GAPDH (# sc-47724; Santa Cruz
Biotechnology) was used at 1:2,000 dilution.

KRAS G12C Cell–Derived Tumor Xenograft Study
In vivo studies were conducted under Wayne State University’s Institutional
Animal Care and Use Committee (IACUC) approved protocol in accordance
with the approved guidelines. Experiments were approved by the institute’s
IACUC (Protocol # 18–12–0887). Post adaptation in our animal housing facility,
4–5 weeks old female ICR-SCID mice (Taconic Biosciences) were subcuta-
neously implanted with MiaPaCa-2 cells. 1 × 106 cells suspended in 200 μL
PBSwere injected unilaterally into the left flank of donormice using a BD 26Gx
5/8 1mL Sub-Q syringe. Once the tumors reached about 5%–10% of the donor
mice bodyweight, the donormicewere euthanized, tumorswere harvested, and
fragments were subsequently implanted into recipient mice. Seven days post-
transplantation, the recipient mice were randomly divided into four groups of
9 mice each and received either vehicle, or selinexor (15 mg/kg once a week),
or AMG510 (100 mg/kg once daily), or their combination by oral gavage for
3 weeks. On completion of drug dosing, tumor tissue from control or treatment
groups were used for RNA isolation and IHC analysis.

RNA Isolation and mRNA Real-Time qRT-PCR
Total RNAs from mouse tumors were extracted and purified using the RNeasy
Mini Kit and RNase-free DNase Set (QIAGEN) following the protocol pro-
vided by the manufacturer. The expression levels of KRAS, XPO, ERK and
BCL- in the mouse tumor tissues were analyzed by real-time qRT-PCR us-
ing High-Capacity cDNA Reverse Transcription Kit and SYBR Green Master
Mixture fromApplied Biosystems. The conditions and procedure for qRT-PCR
have been described previously (29). Sequences of primers used are listed in
Supplementary Table S1.

Immunostaining
Paraffin sections of the MiaPaCa-2 derived tumors were processed and stained
with H&E and antibodies in a core facility at the Department of Oncology,
Wayne State University. The following antibodies were used for immunohis-
tochemistry staining: anti-Ki67 (catalog no. M7240; Dako) and anti-KRAS
(catalog no. 41–570–0; Fisher Scientific) at 1:100 dilution, and anti-cleaved
caspase-3 (catalog no. 9664; Cell Signaling Technology) at 1:50 dilution.

Statistical Analysis
The Student t test was used to compare statistically significant differences.
Wherever suitable, the experiments were performed at least three times.
The data were also subjected to unpaired two-tailed Student t test wherever
appropriate, and P < 0.05 was considered statistically significant.

Data Availability
The data generated in this study are available upon request from the
corresponding author.
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FIGURE 1 Selinexor induces growth inhibition in KRAS G12C inhibitor–resistant cancer cells. A, KRAS G12C–mutant MiaPaCa-2 cells exposed to
incremental doses of AMG510 and MRTX1257 in long-term cell culture, eventually developed drug-resistance as shown by their unresponsiveness to
drug treatment in MTT assay and several fold increase in the drug IC50 values compared with parental cells. B, AMG510- and MRTX1257-resistant
MiaPaCa-2 cell lines show sensitivity toward selinexor induced growth inhibition. Parental as well as resistant cells were treated with selinexor for
72 hours and MTT assay was performed as described in Methods. All results are expressed as percentage of control ± SEM of six replicates.

Results
Selinexor Induces Growth Inhibition in PDAC Cells
Resistant to KRAS G12C Inhibitors

KRAS G12C inhibitor–resistant cell lines were generated in vitro by continuous
exposure of the KRAS G12C–mutant PDAC cell line MiaPaCa-2 to increasing
doses of AMG510 and MRTX1257. To establish the development of drug-

resistance, we compared the IC50 values of the drug-exposed cell lines with the
unexposed parental line. We observed 512- and 42-fold increase in the IC50s
of AMG510-resistant (MIA-AMG-R) and MRTX1257-resistant (MIA-MRT-R)
MiaPaCa-2 cells, respectively, confirming that the cells had developed resis-
tance to the respective KRAS G12C inhibitors (Fig. 1A). Subsequently, both
these drug-resistant cell lines (MIA-AMG-R and MIA-MRT-R) were treated
with selinexor and were found to be sensitive to selinexor-induced cell growth

AACRJournals.org Cancer Res Commun; 2(5) May 2022 345
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FIGURE 2 Selinexor and MRTX1257 show synergistic effects on the inhibition of cell proliferation in vitro. NCI-H2122 (A), NCI-H358 (B), and
MiaPaCa-2 (C) cells were exposed to the indicated concentrations of either selinexor, MRTX1257, or a combination of both for 72 hours, and cell
proliferation was evaluated by MTT assay as described in Materials and Methods. CalcuSyn software was employed to generate isobolograms and
determine CI values from the resulting data. CI < 1 indicates synergistic effect of the drug combination at the corresponding doses. All results are
expressed as percentage of control ± SEM of six replicates.

inhibition (Fig. 1B). This establishes that the KRAS G12C inhibitor–resistant
cancer cells can potentially respond to selinexor.

Synthetic Lethal Interaction Between XPO1 and KRAS
A computational systems approach called SLant (Synthetic Lethal analysis
via Network topology) has recently been used for the prediction of human
synthetic lethal (SSL) interactions via identifying and exploiting conserved
patterns in protein interaction network topology (30). We have obtained the
experimentally validated synthetic lethal interactions of XPO1 using this ap-
proach from the Slorth database (http://slorth.biochem.sussex.ac.uk/welcome/
index) and found interaction of XPO1 with KRAS to be synthetic lethal
(Supplementary Fig. S1).

Combining Selinexor with KRAS G12C Inhibitors
Synergistically Suppresses the Proliferation of KRAS
G12C–Mutant Cells
KRAS G12C–mutant NCI-H2122, NCI-H358 (NSCLC) and MiaPaCa-2
(PDAC) cells were subjected to in vitroMRTX1257 and selinexor treatments at
different dose combinations. As shown in Fig. 2A andB, all three dose combina-
tions tested demonstrated synergistic inhibition of NCI-H2122 and NCI-H358
cell proliferation (CI value< 1). For MiaPaCa-2 cells, synergistic effect (CI< 1)
of the two drugs in suppressing cell growth was seen in at least two of the
three combination doses tested (Fig. 2C). AMG510 and selinexor combina-
tions have more of an additive effect on the growth inhibition of MiaPaCa-2
cells but showed mostly synergistic effects when tested on NCI-H2122 cells
(Supplementary Table S2). These drug combinations were also tested on NCI
“Rasless” MEFs carrying different KRAS mutations. Selinexor synergized with
MRTX1257 at all dose combinations and with AMG510 at one of the higher
dose combinations yielding suppressed growth of KRAS G12C mutant MEFs

(Supplementary Table S2). As expected, the KRASWT, KRASG12D, and KRAS
G12VMEF cell lineswere refractory to any such growth inhibition (Supplemen-
tary Fig. S2). Similarly, the combination of selinexor with AMG510 showed no
synergistic effects (CI > 1) when tested in KRAS G12D–mutant Panc-1 cells
(Supplementary Fig. S3).

Selinexor and KRAS G12C Inhibitor Combinations
Effectively Disrupt the Formation of KRAS G12C–Mutant
Cancer Cell–Derived Spheroids
Sensitivity of cells in three-dimensional culture is considered to better predict
in vivo efficacy, correlating well with drug response in xenograft models (31).
Therefore, we performed a spheroid formation assay, where combined treat-
ment of selinexor with either MRTX1257 or AMG510 resulted in enhanced dis-
ruption of spheroids derived fromMiaPaCa-2 andNCI-H2122 cell lines (Fig. 3).
Also, the total number of spheroids in the combination treated groups were sig-
nificantly lower (P< 0.001) than that of the single-agent selinexor treated group.
Only with the MiaPaCa-2–derived spheroids, significant reduction (P < 0.01)
in spheroid numbers of the AMG510 and selinexor combination compared
with AMG510 alone was observed. These results demonstrate the efficacy of
selinexor and AMG510 orMRTX1257 combinations in three-dimensional (3D)
cell growth models of KRAS G12C–mutant PDAC and NSCLC.

Combination of Selinexor with KRAS G12C Inhibitors
Reduces the Clonogenic Potential of KRAS G12C–Mutant
Cancer Cells
The combinations of selinexor with MRTX1257, MRTX849 or AMG510 were
evaluated for their effects on the colony formation ability of MiaPaCa-2
cells. Results of a clonogenic assay clearly demonstrate that the combination
treatments of selinexor with each of the KRAS G12C inhibitors resulted in

346 Cancer Res Commun; 2(5) May 2022 https://doi.org/10.1158/2767-9764.CRC-21-0176 | CANCER RESEARCH COMMUNICATIONS
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FIGURE 3 Selinexor in combination with MRTX1257 or AMG510 suppresses spheroid formation as well as significantly reduces the number of
spheroids in 3D cultures of KRAS G12C–mutant cancer cells. MiaPaCa-2 (A) and NCI-H2122 (B) cells were seeded in ultra-low attachment plates and
treated with indicated concentrations of the drugs either as single agents or in combination for a week. Each treatment was performed in triplicate. At
the end of treatment, spheroids were counted under the microscope and images were captured at 40× magnification.

substantial decline in colony numbers as well as reduced average size of colonies
formed by MiaPaCa-2 cells (Fig. 4). Furthermore, this effect was more pro-
nounced at the higher dose of KRAS G12C inhibitors tested (100 nmol/L).
These findings further underscore the efficacy of this combination approach
in targeting KRAS G12C mutant cancer cells in vitro.

Selinexor and KRAS G12C Inhibitor Combinations
Suppress Cell Growth Signaling and Prevent
Cell-Cycle Progression
The immunoblots in Fig. 5A clearly demonstrate that the combination of
selinexor with KRAS G12C inhibitors downregulated P70S6K activation in
NCI-H358 andMiaPaCa-2 cells. P70S6K is amitogen-activated Ser/Thr protein
kinase that is needed for cell growth and G1 cell-cycle progression. It is down-
streamof the PI3K/Akt cell survival pathway and is known to activate ribosomal
S6, thereby promoting protein synthesis and cell growth. Hence, downregula-
tion of S6K by the combination of selinexor and KRAS G12C inhibitors can
result in suppression of cancer cell growth. Moreover, the combination was
also able to sustain the inhibition of the ERK signaling pathway induced by
the KRAS G12C inhibitors in both NCI-H358 andMiaPaCa-2 cells as indicated
by the downregulation of ERK 1/2 phosphorylation (Fig. 5A). This effect on the
direct inhibition of KRAS activated ERK signaling further contributes to the
suppression of cancer cell proliferation.

Expression levels of cell-cycle markers such as CDK4 and cyclin B1 were also
found to be reduced in both the cancer cell lines as a result of treatment with
KRAS G12C inhibitors or their combinations with selinexor (Fig. 5B). Fur-
thermore, we observed that the combination treatment augmented nuclear
accumulation of tumor suppressor protein Rb (Fig. 5C). Acting as a tumor
suppressor, Rb restricts cell division by preventing the progression from G1–
S phase of cell cycle. CDK4-cyclin D complex phosphorylates Rb and releases
this brake on cell-cycle progression. Evidently, it is likely that the combina-
tions of selinexor and KRAS G12C inhibitors induce cell-cycle arrest in KRAS
G12C–mutant cancer cells by downregulating cyclin B1 and CDK4 expression
and upregulating the accumulation of TSP Rb in the nucleus. It can be en-

visaged that the reduced CDK4 levels led to reduction in Rb phosphorylation
and consequently prevention of cell-cycle progression. This is possibly another
mechanism through which this novel combination can mediate its anticancer
effects.

XPO1 and KRAS G12C Inhibitor Combination
Downregulates KRAS and NF-κB Expression
As shown in Fig. 5D, the combination of selinexor withMRTX1257 or AMG510
potentiated the inhibition of KRAS expression in MiaPaCa-2 cells. NF-κB
p65 protein expression was also markedly reduced in MiaPaCa-2 cells by se-
linexor and MRTX1257 combination compared with single agents. However,
cells treated with selinexor and AMG510 combination showed only a slight de-
crease in the expression of NF-κB p65 in comparison to those treated with
AMG510 alone. It was previously reported that the primary mechanism un-
derlying XPO1 inhibitor sensitivity of KRAS-mutant lung cancer cell lines was
intolerance to nuclear IκBα accumulation, with consequent inhibition of NF-
κB signaling (28). Although our data show a minor increase in NF-κB p65
subunit expression in MiaPaCa-2 cells exposed to single-agent selinexor, the
combination treatment nonetheless resulted in reduced NF-κB p65 expres-
sion, suggesting that the observed in vitro efficacy of the XPO1 inhibitor and
KRAS G12C inhibitor combinations can be mechanistically attributed to the
downregulation of NF-κB–driven cell survival signaling. On the basis of the
molecular evidence obtained thus far, in Fig. 5E we have presented a schema
of the possible mechanisms through which KRAS G12C inhibitor and se-
linexor combination can exert its effects on cancer cells. We believe that such
a pleiotropic mode of action of this novel combination can render it more
effective.

AMG510 and Selinexor Combination is More Efficacious
Than Single-Agent AMG510 in KRAS G12C–Mutant
Cell-Derived Xenograft Model
To evaluate the in vivo effect of AMG510 either as a single agent or in com-
bination with selinexor, a subcutaneous xenograft model of MiaPaCa-2 cells
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FIGURE 4 Combinations of selinexor with various KRAS G12C inhibitors inhibit the ability of KRAS G12C–mutant cancer cells to form colonies.
MiaPaCa-2 cells were plated in 6-well plates (500 cells per well) and treated with combinations of selinexor with MRTX1257 (A), MRTX849 (B), and
AMG510 (C) at the indicated concentrations for 72 hours and colony formation assay was performed as described in Methods. Images of crystal
violet-stained colonies were captured and NIH ImageJ 1.5Oi software was used to measure the number and size of colonies. Data is representative of
three independent experiments.

was established in ICR-SCIDmice. The tumor-bearingmice were orally treated
with selinexor (15mg/kg; once a week), AMG510 (100mg/kg; daily) or the com-
bination of AMG510 (100 mg/kg) and selinexor (15 mg/kg) for 3 weeks. Oral
administration of AMG510 and selinexor combination showed greater tumor
inhibition (Fig. 6A) as well as enhanced survival of mice harboring MiaPaCa-
2 subcutaneous xenografts (Fig. 6B). Almost 22% of mice in the combination
treatment group remained tumor free for as long as 150 days post tumor trans-
plantation (Fig. 6B). The drug treatments, either single agents or combination,
caused no significant change in body weights of mice during the course of the
treatment (Supplementary Fig. S4). Also, we did not find any signs of either
organ toxicity or metastatic spread while performing gross animal autopsy. In
addition, the expression levels of KRAS, XPO, ERK and BCL- mRNA were
found to be significantly decreased in the residual tumor samples from the com-
bination group (Fig. 6C). Further residual tumor profiling using IHC showed
marked reduction in the proliferation marker, Ki67 and inhibition of KRAS
in the combination group. In addition, the expression of proapoptotic marker,
cleaved caspase-3 was high in the combination group (Fig. 6D). These results,
taken together, demonstrate the safety and efficacy of AMG510 and selinexor
combination in vivo.

Discussion
In this article, we show synergy between KRAS G12C inhibitors and nuclear
protein export inhibitor, for the first time. Our combination approach of co-
targeting KRAS G12C and XPO1 resulted in enhanced growth suppression of
KRAS G12C–mutant cells and cell-derived xenograft (CDX). This study brings
forward a novel combination therapy for drug-resistant KRAS G12C–mutant
tumors and provide preclinical rationale for the use of selinexor in a clinical
setting to prevent or delay the development of resistance in patients receiving
KRAS G12C inhibitor monotherapy.

Precision oncology has long sought to target KRAS oncoprotein directly. After
decades of dismissing KRAS as untargetable, the development of inhibitors that
can directly target KRAS G12C protein has rekindled hope. Researchers in the
field have resumed their pursuit against KRASwith renewed vigor, especially af-
ter the early success of sotorasib and adagrasib in clinical trials (NCT03600883,
NCT03785249). The recent FDA approval of sotorasib has surely widened the
panorama of treatment for patients harboring KRAS G12Cmutation. However,
preliminary clinical data and prior experience with other targeted therapies,
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FIGURE 5 KRAS G12C inhibitors in combination with selinexor inhibit cell growth signaling and prevent cell-cycle progression. (A) Immunoblots
showing suppression of P70 S6 Kinase and ERK activation in NCI-H358 and MiaPaCa-2 cells treated with MRTX1257, AMG510 and MRTX849 as single
agents (300 nmol/L) and in combination with selinexor (100 nmol/L) for 24 hours. (B) Immunoblots showing the inhibition of cyclin B1 and CDK4 in
NCI-H358 and MiaPaCa-2 cells treated with single-agent KRAS G12C inhibitors (300 nmol/L) or their combinations with selinexor (100 nmol/L) for 24
hours. (C) Immunoblot showing the expression of Rb in nuclear and cytosolic fractions of MiaPaCa-2 cells treated with AMG510 alone (300 nmol/L) or
in combination with selinexor (100 nmol/L) for 24 hours. Lamin B1 and GAPDH were used as loading controls for the nuclear and cytosolic fractions,
respectively. (D) Immunoblot showing reduced expression of KRAS and NF-κB in MiaPaCa-2 cells treated with selinexor (300 nmol/L) and MRTX1257
(90 nmol/L) or AMG510 (120 nmol/L) combinations for 12 hours. (E) Schematic of the proposed mechanisms by which the combination of KRAS G12C
inhibitor and selinexor induces antineoplastic activity. This drug combination can block multiple nodes (represented with red arrows) of the cell
proliferation and survival machinery. The quantitative analysis of mean pixel density of the blots was performed using NIH ImageJ 1.5Oi software.

such as EGFR and BRAF inhibitors, suggest that there are still many hurdles
to overcome. Just like other targeted therapies, KRAS G12C inhibitors are an-
ticipated to have limited efficacy as monotherapies and resistance develops
in most patients, necessitating the use of combination therapies (4). Hence,
several combination approaches have been proposed, and some are currently
undergoing clinical testing (11, 18, 32–34).

There is an increased realization for identifying KRAS-associated synthetic
lethality and developing small-molecule inhibitors against such synthetic lethal
targets. In a multi-genomic study, using 106 human NSCLC cell lines, Kim
and colleagues (23) found that the nuclear transport machinery was selectively
required for the survival of KRAS-mutant cells that carry a broad range of

phenotypic variation. The study further demonstrated that targeting nuclear
export protein XPO1 with selinexor resulted in a robust synthetic lethal inter-
action with oncogenic KRAS both in vitro and in vivo. The identification of
the existence of synthetic lethality between XPO1 and KRAS using the Slorth
database in this study further rationalizes the significance of cotargeting XPO1
and KRAS.

In another study, selinexor treatment was found to effectively reduce tumor
growth in ten KRAS-mutant NSCLC PDXs irrespective of the type of KRAS
mutation, indicating a general dependency of KRAS-mutant cancers on XPO1
(24). Moreover, XPO was identified to be a dependency in at least 90% of can-
cer cell lines in a genomewide CRISPR/Cas9 screen performed on 808 cell lines
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FIGURE 6 Preclinical antitumor efficacy of selinexor and KRAS G12C inhibitor combination in KRAS G12C CDX model. MiaPaCa-2 tumor xenografts
were transplanted unilaterally in ICR-SCID mice, and the mice were randomly divided into four groups. Drug treatment was started one week after
implanting xenografts when the average tumor volume reached 166 mm3. Selinexor was administered once a week at 15 mg/kg, while AMG510 was
given daily at 100 mg/kg for 3 weeks. Tumor volume (A) and animal survival (B) were monitored up to 150 days posttransplantation. Residual tumor
tissues from each group were used for measuring mRNA levels of KRAS, XPO1, ERK2 and BCL-2 (C), and performing IHC staining for Ki67, KRAS, and
cleaved caspase-3 (D). PO, orally; QD, every day.

(Cancer Dependency Map Project), putting it into the category of “common
essential gene” (35). Also, multiple reports implicate XPO to be a general vul-
nerability across several types of cancers (36–39). Inoue and colleagues have
earlier shown that the administration of XPO1 inhibitor, followed by an ATR
inhibitor, resulted in profound antitumor effects and prolonged survival in
TP-mutant colorectal cancer models (40). Similarly, in this study we have
also achieved prolonged survival and antitumor effects with the use of XPO1
inhibitor in combination with KRAS G12C inhibitor in a KRAS G12C–mutant
CDX model.

Because XPO1 is overexpressed in a number of cancers (20, 21), it appears that
XPO1mediated nuclear exportmay be harnessed by various cancers as a general
mechanism of oncogenesis. Therefore, a combination therapy involving XPO1
and KRAS G12C inhibitors can be a viable option, especially considering that
preclinical and clinical studies have already reported the emergence of resistant
subpopulations of cancer cells in response to KRAS G12C inhibitor monother-
apy (13–16). It can be speculated that these KRAS G12C inhibitor–resistant
cancer cells would be eradicated by the use of XPO1 inhibitor as a combination
partner. This proposition was validated when we generated two KRAS G12C
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Selinexor Enhances the Anticancer Activity of KRAS G12Ci

inhibitor–resistant cancer cell lines from KRAS G12C–mutant parental cells
(MiaPaCa-2) and found that both AMG510- andMRTX1257-resistant cell lines
were indeed sensitive to the XPO1 inhibitor selinexor. Collectively, these find-
ings imply that the inhibition of XPO1 activity could be a plausible therapeutic
strategy for overcoming KRAS G12C resistance.

Our results demonstrate that the combinations of XPO1 inhibitor with KRAS
G12C inhibitors can effectively inhibit the proliferation of KRAS G12C–mutant
cancer cells in 2D and 3D cultures. These combinations have been further
shown to remarkably suppress the clonogenic potential of KRAS G12C–mutant
cancer cells. At the molecular level, these effects can be attributed to the ability
of the combination to induce suppression of cell growth and survival signal-
ing as well as preventing cell-cycle progression through downregulation of
CDK4 and nuclear accumulation of tumor suppressor protein Rb. In an in vivo
KRAS G12C CDX model of PDAC, increased efficacy of selinexor and sotora-
sib combination in suppressing tumor growth and enhancing survival has been
observed. These results support the in vitro finding that selinexor treatment
can sensitize KRAS G12C inhibitor–resistant cancer cells. Furthermore, this
also suggests that combining selinexor with a KRAS G12C inhibitor sotorasib
may have synergistic efficacy in patients with cancer that have developed resis-
tance to therapy with sotorasib (or other KRASG12C inhibitors). In this regard,
we have planned a phase Ib/II study testing this combination in patients who
have progressed on sotorasib. This novel combination therapy can potentially
improve treatment outcomes in KRAS G12C–mutant cancers.

Authors’ Disclosures
M. Nagasaka reports personal fees from Astra Zeneca, Caris Life Sciences,
Daiichi-Sankyo, Takeda, Novartis, EMD Serono, Blueprint Medicines, Janssen,
Pfizer, Lilly, Genentech, personal fees and non-financial support fromAnHeart;
and personal fees fromMirati outside the submittedwork. DrAl-Hallak reports
other from IPSEN outside the submitted work. Y. Landesman reports personal
fees from Karyopharm Therapeutics outside the submitted work. H. Mamdani
reports other from AstraZeneca and other from Zentalis outside the submit-
ted work. D. Uprety reports personal fees from Daiichi Sankyo Inc. (DSI) and
personal fees from AstraZeneca pharmaceuticals outside the submitted work.

P.A. Philip reports research grant support from Karyopharm, honoraria from
Celgene, honoraria from Ipsen, honoraria from Astra Zeneca. A.S. Azmi re-
ports grants from Karyopharm Therapeutics Inc during the conduct of the
study; other from Karyopharm Therapeutics Inc outside the submitted work;
andA. Azmi is a consultant for GLG andGuidepoint. No other disclosures were
reported.

Authors’ Contributions
H.Y. Khan: Data curation, formal analysis, investigation, visualization,
methodology, writing-original draft. M. Nagasaka: Data curation, writing-
review and editing. Y. Li: Data curation, formal analysis, investigation. A.
Aboukameel: Formal analysis, investigation, methodology.M.H. Uddin: For-
mal analysis, investigation, visualization. R. Sexton: Validation. S. Bannoura:
Validation. Y. Mzannar: Validation. M.N. Al-Hallak: Resources, project ad-
ministration. S. Kim: Resources. R. Beydoun: Supervision. Y. Landesman:
Resources, writing-review and editing. H. Mamdani: Writing-review and
editing. D. Uprety: Resources. P.A. Philip: Supervision. R.M. Mohammad:
Resources, supervision. A.F. Shields: Supervision, writing-review and edit-
ing. A.S. Azmi: Conceptualization, supervision, funding acquisition, project
administration, writing-review and editing.

Acknowledgments
Work in the Azmi lab is supported by NIH R37 grant R37CA215427. The au-
thors thank the SKY Foundation, and Perri Family Foundation for supporting
part of this study.

Note
Supplementary data for this article are available at Cancer Research Comm-
unications Online (https://aacrjournals.org/cancerrescommun/).

Received December 19, 2021; revised March 28, 2022; accepted April 20, 2022;
published first April 22, 2022.

References
1. AACR Project GENIE Consortium. AACR project GENIE: Powering precision

medicine through an international consortium. Cancer Discov 2017;7: 818-31.

2. Colicelli J. Human RAS superfamily proteins and related GTPases. Sci STKE
2004;2004: RE13.

3. Herdeis L, Gerlach D, Mcconnell DB, Kessler D. Stopping the beating heart of
cancer: KRAS reviewed. Curr Opin Struct Biol 2021;71: 136-47.

4. Molina-Arcas M, Samani A, Downward J. Drugging the undruggable: Advances
on RAS targeting in cancer. Genes (Basel) 2021;12: 899.

5. Matikas A, Mistriotis D, Georgoulias V, Kotsakis A. Targeting KRASmutated non-
small cell lung cancer: A history of failures and a future of hope for a diverse
entity. Crit Rev Oncol Hematol 2017;110: 1-12.

6. Simanshu DK, Nissley DV, Mccormick F. Proteins and their regulators in human
disease. Cell 2017;170: 17-33.

7. Janes MR, Zhang J, Li L-S, Hansen R, Peters U, Guo X, et al. Targeting
KRAS mutant cancers with a covalent G12C-specific inhibitor. Cell 2018;172:
578-89.e17.

8. Ostrem JM, Peters U, Sos ML, Wells JA, Shokat KM. K-Ras(G12C) inhibitors
allosterically control GTP affinity and effector interactions. Nature 2013;503:
548-51.

9. Patricelli MP, Janes MR, Li L-S, Hansen R, Peters U, Kessler LV, et al. Selective in-
hibition of oncogenic KRAS output with small molecules targeting the inactive
state. Cancer Discov 2016;6: 316-29.

10. Canon J, Rex K, Saiki AY, Mohr C, Cooke K, Bagal D, et al. The clinical
KRAS(G12C) inhibitor AMG 510 drives anti-tumour immunity. Nature 2019;575:
217-23.

11. Hallin J, Engstrom LD, Hargis L, CalinisanA, Aranda R, Briere DM, et al. The KRAS
G12C inhibitor MRTX849 provides insight toward therapeutic susceptibility of
KRAS-mutant cancers in mouse models and patients. Cancer Discov 2020;10:
54-71.

12. Blair HA. Sotorasib: First approval. Drugs 2021;81: 1573-9.

13. Xue JY, Zhao Y, Aronowitz J, Mai TT, Vides A, Qeriqi B, et al. Rapid non-uniform
adaptation to conformation-specific KRAS(G12C) inhibition. Nature 2020;577:
421-5.

14. Adachi Y, Ito K, Hayashi Y, Kimura R, Tan TZ, Yamaguchi R, et al. Epithelial-
to-mesenchymal transition is a cause of both intrinsic and acquired resistance
to KRAS G12C inhibitor in KRAS G12C-mutant non-small cell lung cancer. Clin
Cancer Res 2020;26: 5962-73.

AACRJournals.org Cancer Res Commun; 2(5) May 2022 351

https://aacrjournals.org/cancerrescommun/


Khan et al.

15. Tanaka N, Lin JJ, Li C, Ryan MB, Zhang J, Kiedrowski LA, et al. Clinical ac-
quired resistance to KRASG12C inhibition through a novel KRAS switch-II pocket
mutation and polyclonal alterations converging on RAS-MAPK reactivation.
Cancer Discov 2021;11: 1913-22.

16. Awad MM, Liu S, Rybkin II, Arbour KC, Dilly J, Zhu VW, et al. Acquired resistance
to KRASG12C inhibition in cancer. N Engl J Med 2021;384: 2382-93.

17. Molina-Arcas M, Moore C, Rana S, Van Maldegem F, Mugarza E, Romero-Clavijo
P, et al. Development of combination therapies to maximize the impact of
KRAS-G12C inhibitors in lung cancer. Sci Transl Med 2019;11: eaaw7999.

18. Amodio V, Yaeger R, Arcella P, Cancelliere C, Lamba S, Lorenzato A, et al. EGFR
blockade reverts resistance to KRASG12C inhibition in colorectal cancer. Cancer
Discov 2020;10: 1129-39.

19. Azmi AS, Uddin MH, Mohammad RM. The nuclear export protein XPO1 – from
biology to targeted therapy. Nat Rev Clin Oncol 2021;18: 152-69.

20. Birnbaum, Finetti, Birnbaum, Mamessier, Bertucci. XPO1 Expression is a poor-
prognosis marker in pancreatic adenocarcinoma. J Clin Med 2019;8: 596.

21. Van DerWatt PJ, Maske CP, Hendricks DT, Parker MI, Denny L, Govender D, et al.
The Karyopherin proteins, Crm1 and Karyopherin beta1, are overexpressed in
cervical cancer and are critical for cancer cell survival and proliferation. Int J
Cancer 2009;124: 1829-40.

22. Nguyen KT, Holloway MP, Altura RA. The CRM1 nuclear export protein in normal
development and disease. Int J Biochem Mol Biol 2012;3: 137-51.

23. Kim J, Mcmillan E, Kim HS, Venkateswaran N, Makkar G, Rodriguez-Canales
J, et al. XPO1-dependent nuclear export is a druggable vulnerability in
KRAS-mutant lung cancer. Nature 2016;538: 114-7.

24. Rosen JC, Weiss J, Pham N-A, Li Q, Martins-Filho SN, Wang Y, et al. Antitu-
mor efficacy of XPO1 inhibitor Selinexor in KRAS-mutant lung adenocarcinoma
patient-derived xenografts. Transl Oncol 2021;14: 101179.

25. Seymour EK, Khan HY, Li Y, Chaker M, Muqbil I, Aboukameel A, et al. Selinexor in
combination with R-CHOP for frontline treatment of non-Hodgkin lymphoma:
r of a phase I study. Clin Cancer Res 2021;27: 3307-16.

26. Azmi AS, Khan HY, Muqbil I, Aboukameel A, Neggers JE, Daelemans D, et al.
Preclinical assessment with clinical validation of selinexor with gemcitabine
and nab-paclitaxel for the treatment of pancreatic ductal adenocarcinoma. Clin
Cancer Res 2020;26: 1338-48.

27. Grosicki S, Simonova M, Spicka I, Pour L, Kriachok I, Gavriatopoulou M, et al.
Once-per-week selinexor, bortezomib, and dexamethasone versus twice-per-
week bortezomib and dexamethasone in patients with multiple myeloma
(BOSTON): a randomised, open-label, phase 3 trial. Lancet 2020;396: 1563-73.

28. Kalakonda N, Maerevoet M, Cavallo F, Follows G, Goy A, Vermaat JSP, et al. Se-
linexor in patients with relapsed or refractory diffuse large B-cell lymphoma

(SADAL): a single-arm, multinational, multicentre, open-label, phase 2 trial.
Lancet Haematol 2020;7: e511-22.

29. Khan HY, Mpilla GB, Sexton R, Viswanadha S, Penmetsa KV, Aboukameel A,
et al. Calcium Release-Activated Calcium (CRAC) channel inhibition suppresses
pancreatic ductal adenocarcinoma cell proliferation and patient-derived tumor
growth. Cancers (Basel) 2020;12: 750.

30. Benstead-HumeG, Chen X, Hopkins SR, Lane KA, Downs JA, Pearl FMG. Predict-
ing synthetic lethal interactions using conserved patterns in protein interaction
networks. PLoS Comput Biol 2019;15: e1006888.

31. Janes MR, Zhang J, Li L-S, Hansen R, Peters U, Guo X, et al. Targeting
KRAS mutant cancers with a covalent G12C-specific inhibitor. Cell 2018;172:
578-89.e17.

32. Fedele C, Li S, Teng KW, Foster CJR, Peng D, Ran H, et al. SHP2 inhibition dimin-
ishes KRASG12C cycling and promotes tumor microenvironment remodeling. J
Exp Med 2021;218: e20201414.

33. Brown WS, Mcdonald PC, Nemirovsky O, Awrey S, Chafe SC, Schaeffer DF,
et al. Overcoming adaptive resistance to KRAS and MEK inhibitors by co-
targeting mTORC1/2 complexes in pancreatic cancer. Cell Rep Med 2020;1:
100131.

34. Zhang B, Zhang Y, Zhang J, Liu P, Jiao B, Wang Z, et al. Focal adhesion
kinase (FAK) inhibition synergizes with KRAS G12C inhibitors in treating can-
cer through the regulation of the FAK-YAP signaling. Adv Sci (Weinh) 2021;8:
e2100250.

35. Meyers RM, Bryan JG, Mcfarland JM, Weir BA, Sizemore AE, Xu H, et al. Compu-
tational correction of copy number effect improves specificity of CRISPR-Cas9
essentiality screens in cancer cells. Nat Genet 2017;49: 1779-84.

36. Sexton R, Mahdi Z, Chaudhury R, Beydoun R, Aboukameel A, Khan HY, et al.
Targeting nuclear exporter protein XPO1/CRM1 in gastric cancer. Int J Mol Sci
2019;20: 4826.

37. Chen Y, Camacho SC, Silvers TR, Razak ARA, Gabrail NY, Gerecitano JF, et al.
Inhibition of the nuclear export receptor XPO1 as a therapeutic target for
platinum-resistant ovarian cancer. Clin Cancer Res 2017;23: 1552-63.

38. Arango NP, Yuca E, Zhao M, Evans KW, Scott S, Kim C, et al. (KPT-330)
demonstrates anti-tumor efficacy in preclinical models of triple-negative breast
cancer. Breast Cancer Res 2017;19: 93.

39. Sun H, Hattori N, Chien W, Sun Q, Sudo M, E-Ling GL, et al. KPT-330 has
antitumour activity against non-small cell lung cancer. Br J Cancer 2014;111:
281-91.

40. Inoue A, Robinson FS, Minelli R, Tomihara H, Rizi BS, Rose JL, et al. Sequential
administration of XPO1 and ATR inhibitors enhances therapeutic response in
TP53-mutated colorectal cancer. Gastroenterology 2021;161: 196-210.

352 Cancer Res Commun; 2(5) May 2022 https://doi.org/10.1158/2767-9764.CRC-21-0176 | CANCER RESEARCH COMMUNICATIONS



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Gray Gamma 2.2)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings true
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 0
  /Optimize false
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage false
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Remove
  /UCRandBGInfo /Remove
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 200
  /ColorImageMinResolutionPolicy /Warning
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 500
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 200
  /GrayImageMinResolutionPolicy /Warning
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 500
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 600
  /MonoImageMinResolutionPolicy /Warning
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 900
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<
    /ENU ([Based on '[High Quality Print]'] Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames false
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides true
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks true
      /AddPageInfo false
      /AddRegMarks false
      /BleedOffset [
        18
        18
        18
        18
      ]
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /ClipComplexRegions true
        /ConvertStrokesToOutlines false
        /ConvertTextToOutlines false
        /GradientResolution 300
        /LineArtTextResolution 1200
        /PresetName ([High Resolution])
        /PresetSelector /HighResolution
        /RasterVectorBalance 1
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MarksOffset 18
      /MarksWeight 0.250000
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PageMarksFile /RomanDefault
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [600 600]
  /PageSize [792.000 1224.000]
>> setpagedevice




