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ERRATUM Open Access
Erratum to: A bedr way of genomic interval
processing

Syed Haider1†, Daryl Waggott1†, Emilie Lalonde1,2, Clement Fung1, Fei-Fei Liu2,3 and Paul C. Boutros1,2*
Erratum
In the HTML version of this article that was originally
published [1] the Venn diagram in the section titled
“Visualization” was missing and was replaced with source
code. Please see the missing Venn diagram below:
The original article has been revised and the publisher
apologises for the error.
* Correspondence: Paul.Boutros@oicr.on.ca
†Equal contributors
1Informatics and Biocomputing Platform, Ontario Institute for Cancer
Research, Toronto M5G 0A3, Canada
2Departments of Radiation Oncology, Pharmacology & Toxicology, and
Medical Biophysics, University of Toronto, Toronto M5G 2M9, Canada

© The Author(s). 2017 Open Access This artic
International License (http://creativecommons
reproduction in any medium, provided you g
the Creative Commons license, and indicate if
(http://creativecommons.org/publicdomain/ze
Author details
1Informatics and Biocomputing Platform, Ontario Institute for Cancer
Research, Toronto M5G 0A3, Canada. 2Departments of Radiation Oncology,
Pharmacology & Toxicology, and Medical Biophysics, University of Toronto,
Toronto M5G 2M9, Canada. 3Ontario Cancer Institute and Campbell Family
Institute for Cancer Research, Princess Margaret Hospital, University Health
Network, Toronto M5G 2M9, Canada.

Received: 22 December 2016 Accepted: 22 December 2016

Reference
1. Haider S, Waggott D, Lalonde E, Fung C, Liu F, Boutros PC. A bedr way of

genomic interval processing. Source Code Biol Med. 2016;11:14.
le is distributed under the terms of the Creative Commons Attribution 4.0
.org/licenses/by/4.0/), which permits unrestricted use, distribution, and
ive appropriate credit to the original author(s) and the source, provide a link to
changes were made. The Creative Commons Public Domain Dedication waiver
ro/1.0/) applies to the data made available in this article, unless otherwise stated.

http://crossmark.crossref.org/dialog/?doi=10.1186/s13029-016-0061-y&domain=pdf
mailto:Paul.Boutros@oicr.on.ca
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/publicdomain/zero/1.0/

	Erratum
	Author details
	Reference



