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AUTHOR CORRECTION OPEN

Author Correction: High-resolution bacterial 16S rRNA gene
profile meta-analysis and biofilm status reveal common
colorectal cancer consortia
Julia L. Drewes1, James R. White2, Christine M. Dejea1, Payam Fathi1, Thevambiga Iyadorai3, Jamuna Vadivelu3, April C. Roslani3,
Elizabeth C. Wick1, Emmanuel F. Mongodin4, Mun Fai Loke3, Kumar Thulasi3, Han Ming Gan5, Khean Lee Goh3, Hoong Yin Chong3,
Sandip Kumar3, Jane W. Wanyiri1 and Cynthia L. Sears1

npj Biofilms and Microbiomes             (2019) 5:2 ; https://doi.org/10.1038/s41522-018-0078-x

In this Article, in the section entitled ‘Quantitative real-time PCR’
within the Supplementary Methods, the probe for the Bacteroides
fragilis 16S real-time PCR reaction was listed incorrectly as 5ʹHEX-
AGGGACTGGAAGGCTTTACTGCTTC-3ʹBHQ1. The correct probe for
B. fragilis 16S should be listed as 5ʹHEX-ACACGTATC-
CAACCTGCCCTTTACTCG-3ʹBHQ1. The mistake was a result of a
copy and paste error with a different primer set targeting a B.
fragilis toxin gene. All qPCR reactions were performed using the
correct probe, and therefore no data were affected.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,

adaptation, distribution and reproduction in anymedium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons license, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons license and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly
from the copyright holder. To view a copy of this license, visit http://creativecommons.
org/licenses/by/4.0/.
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