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Integrating
standardized whole genome
sequence analysis with
a global Mycobacterium
tuberculosis antibiotic resistance
knowledgebase

Matthew Ezewudo, Amanda Borens(®), Alvaro Chiner-Oms(®, Paolo Miotto(®,

Leonid Chindelevitch, Angela M. Starks, Debra Hanna, Richard Liwski, Matteo Zignol,
Christopher Gilpin, Stefan Niemann, Thomas Andreas Kohl, Robin M. Warren, Derrick Crook,
Sebastien Gagneux, Sven Hoffner(®, Camilla Rodrigues, Ifiaki Comas(®),

David M. Engelthaler, David Alland, Leen Rigouts, Christoph Lange, Keertan Dheda,
Rumina Hasan, Ruth McNerney ), Daniela M. Cirillo, Marco Schito, Timothy C. Rodwell &
James Posey

Correction to: Scientific Reports https://doi.org/10.1038/s41598-018-33731-1, published online 18 October 2018

The original version of this Article omitted an affiliation for Timothy C. Rodwell. The correct affiliations for
Timothy C. Rodwell are listed below:

Department of Medicine, University of California, San Diego, CA, USA
The Foundation for Innovative New Diagnostics, Geneva, Switzerland.

This has now been corrected in the HTML and PDF versions of this Article.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International

T ] icense, which permits use, sharing, adaptation, distribution and reproduction in any medium or
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