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Corrigendum 

Corrigendum to “Discovery of small molecules through 
pharmacophore modeling, docking and molecular dynamics 
simulation against Plasmodium vivax Vivapain-3 (VP-3)” [Heliyon 
4(5), May 2018, Article e00612] 

Madhu Sudhana Saddala a,b,*, Pradeepkiran Jangampalli Adi c 

a Centre for Agricultural Bioinformatics, ICAR-IASRI, New Delhi, India 
b Johns Hopkins University School of Medicine, Baltimore, MD, USA 
c Sri Venkateswara University, Tirupati, 517502, Andhra Pradesh, India 

The authors apologize for any potential confusion caused by the phrase “blunder rate” in the 3.1 3D-model construction and 
validation section in the original article " Discovery of small molecules through pharmacophore modeling, docking and molecular 
dynamics simulation against Plasmodium vivax Vivapain-3 (VP-3)" that was published in Heliyon Journal, 2018 May 5; 4(5):e00612. 

The program affords an “overall quality factor” assessment that is outlined because the share of the macromolecule that the 
considered “error rate” collapse less than the 95 % statistical refusal border (lines 18–21 of page no 10). 

To improve the article, the authors correct the phrase from “blunder rate” to “error rate” in line 19 of page no. 10, section 3.1. 
The authors would like to make apologies for any inconvenience caused. 

DOI of original article: https://doi.org/10.1016/j.heliyon.2018.e00612. 
* Corresponding author. Centre for Agricultural Bioinformatics, ICAR-IASRI, New Delhi, India. 

E-mail address: msaddal1@jhmi.edu (M.S. Saddala).  

Contents lists available at ScienceDirect 

Heliyon 

journal homepage: www.cell.com/heliyon 

https://doi.org/10.1016/j.heliyon.2024.e30425    

mailto:https://doi.org/10.1016/j.heliyon.2018.e00612
mailto:msaddal1@jhmi.edu
www.sciencedirect.com/science/journal/24058440
https://www.cell.com/heliyon
https://doi.org/10.1016/j.heliyon.2024.e30425
https://doi.org/10.1016/j.heliyon.2024.e30425
http://crossmark.crossref.org/dialog/?doi=10.1016/j.heliyon.2024.e30425&domain=pdf
https://doi.org/10.1016/j.heliyon.2024.e30425

	Corrigendum to “Discovery of small molecules through pharmacophore modeling, docking and molecular dynamics simulation agai ...



