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Acid ceramidase controls 
apoptosis and increases autophagy 
in human melanoma cells treated 
with doxorubicin
Michele Lai1*, Rachele Amato2, Veronica La Rocca2, Mesut Bilgin3, Giulia Freer1, 
Piergiorgio Spezia1, Paola Quaranta1, Daniele Piomelli4 & Mauro Pistello1,5

Acid ceramidase (AC) is a lysosomal hydrolase encoded by the ASAH1 gene, which cleaves ceramides 
into sphingosine and fatty acid. AC is expressed at high levels in most human melanoma cell lines and 
may confer resistance against chemotherapeutic agents. One such agent, doxorubicin, was shown 
to increase ceramide levels in melanoma cells. Ceramides contribute to the regulation of autophagy 
and apoptosis. Here we investigated the impact of AC ablation via CRISPR-Cas9 gene editing on the 
response of A375 melanoma cells to doxorubicin. We found that doxorubicin activates the autophagic 
response in wild-type A375 cells, which effectively resist apoptotic cell death. In striking contrast, 
doxorubicin fails to stimulate autophagy in A375 AC-null cells, which rapidly undergo apoptosis 
when exposed to the drug. The present work highlights changes that affect melanoma cells during 
incubation with doxorubicin, in A375 melanoma cells lacking AC. We found that the remarkable 
reduction in recovery rate after doxorubicin treatment is strictly associated with the impairment of 
autophagy, that forces the AC-inhibited cells into apoptotic path.

Sphingolipids are bioactive lipids that play important structural and signaling roles in eukaryotic cells1, 2. Cera-
mides are considered the hub of sphingolipid metabolism and have been implicated in the regulation of mul-
tiple cellular processes, including growth inhibition, apoptosis, senescence and autophagy3–6. Most notably, 
intracellular accumulation of long-chain ceramides activates a pro-apoptotic cellular environment7, 8. Contrary 
to ceramides, sphingosine-1-phosphate (S1P) exerts pro-survival effects that favor cell growth, cell motility, 
migration, and angiogenesis9. The balance between the cellular levels of these two sphingolipids is thought to 
play important roles in the control of cell fate10, 11.

Humans express five ceramidases—enzymes that convert ceramide into sphingosine (Shp) and fatty acid—
which are classified based on their cellular localization, primary structure and pH optimum (alkaline, neutral or 
acid). Neutral ceramidases are involved in the digestion of dietary sphingolipids and are localized to the intes-
tinal tract12. Alkaline ceramidases are involved in the regulation of cell differentiation, DNA damage-induced 
apoptosis and cell cycle progression13–15. Acid ceramidase (AC, encoded in humans by the ASAH-1 gene) is a 50 
kDa enzyme that belongs to the N-terminal nucleophile (Ntn) superfamily of hydrolases16. It is synthesized as an 
inactive proenzyme that matures through autocleavage of an internal peptide bond, which generates a catalyti-
cally competent heterodimer comprising a 13 kDa α-subunit and a 30 kDa β-subunit. AC is the only ceramidase 
that requires an ancillary protein, saposin-D, to achieve optimal activity16. Saposins are lysosomal proteins that 
enable the presentation of the ceramide substrate to the substrate-binding site of AC.

Mutations in the ASAH-1 gene give rise to a rare group of genetic disorders that include Farber disease and 
spinal muscular atrophy with progressive myoclonic epilepsy (SMA-PME)17, 18. Elevation in AC expression have 
been documented in several types of cancers including melanoma, prostate cancer, acute myeloid leukemia and 
glioblastoma4, 19, 20. AC expression has been linked to tumor progression and resistance to chemotherapy and 
radiotherapy19, 21, 22. Indeed, ceramide accumulation is considered one of the mechanisms through the anthra-
cycline chemotherapeutic agent, doxorubicin23, exerts its pro-apoptotic effects. Doxorubicin affects sphingolipid 
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metabolism24 and heightens the intracellular levels of sphingosine (Shp)23, the precursor for S1P, and long chain 
ceramides such as Cer d18:1–16:023–25. The latter compounds are involved in two distinct, but mechanistically 
linked, processes: autophagy and apoptosis26–28. Such process share common upstream trigger-signals that can 
lead to develop a cell phenotype in which both are expressed26. In many other cases, however, cells switch between 
autophagy and apoptosis in a mutually exclusive manner26.

AC expression is higher in normal human melanocytes and proliferative melanoma cell lines, compared with 
other skin cells and non-melanoma cancer cells4. High AC expression was also observed in biopsies from human 
subjects with Stage II melanomas4, 6.

Recent advances in cancer targeted therapy associates PEGylated C16-ceramides and doxorubicin to enhance 
the therapeutic response to doxorubicin29. Considering that AC plays a major role in melanoma chemoresistance4, 

5 and considering that ceramides increase doxorubicin cytotoxicity, we hypothesize that AC inhibition might 
restore melanoma sensitivity to doxorubicin. Indeed, in the absence of AC, melanoma cells wouldn’t be able to 
counteract the doxorubicin-induced ceramide accumulation and the consequent activation of apoptotic signals.

As resistance to chemotherapeutic agents and relapse of advanced melanoma remains an urgent medical 
need30, in the present study we asked whether AC deletion via CRISPR-Cas9 gene editing might affect the 
response of human A375 melanoma cells to doxorubicin. Our results show that genetic AC removal impairs 
autophagy and forces cells treated with doxorubicin to undergo apoptosis.

Results
AC‑null cells are susceptible to doxorubicin.  Wild-type (WT) and A375 AC-null cells were treated for 
48 h with ascending concentrations (50–200 nM) of doxorubicin. Cell viability assay showed that WT cells were 
significantly more resistant to doxorubicin treatment than AC-null cells (Fig. 1a). Moreover, flow cytometry 
quantification of caspase 3/7 positive cells showed that AC-null cells exhibited a larger number of apoptotic 
events (caspase 3/7+) after 48 h and 72 h incubation with doxorubicin (50 nM) (Fig. 1b–e). At 48 h, AC-null 
cells displayed increased apoptosis (30.3%) compared to WT controls (12.3%) (Fig. 1d,e). A similar effect was 
observed at 72 h, with as many as 48.2% of AC-null cells tested positive to apoptosis, compared to 16.1% in WT 
controls (Fig. 1b lower panel, e). The analyses also revealed that, 72 h after doxorubicin treatment, the percentage 
of non-apoptotic cells containing the drug was significantly higher in WT A375 cells (15.3%) than in AC-null 
cells (1.4%) (Fig. 1f,g). This difference might result from the emergence of doxorubicin detoxification processes 
or from alterations in cell division. Finally, we used the Annexin V assay to evaluate induction of early apoptosis 
after doxorubicin (50 nM—24 h) exposure. Figure 1 h,i shows that 42.1% of AC-null A375 cells tested positive 
for annexin V compared to 29.3% of WT cells. The results support previous findings indicating that AC ablation 
sensitizes A375 cells to chemotherapeutic agents by, among other pathways, enhancing apoptosis5.

AC‑null cells show no long‑term recovery after doxorubicin treatment.  Next, we evaluated the 
proliferative recovery of WT and AC-null A375 cells after doxorubicin exposure. Flow cytometry analyses 
revealed that, after 24 h incubation with doxorubicin, only 39% of AC-null cells completed the cell cycle com-
pared to 61.9% of WT cells (Fig. 2a,b). Under the same conditions, the replication rates of AC-null cells were 
40.2% and 47.2% after 48 h and 72 h of treatment respectively, compared to 60.2% and 62.3% for WT controls 
(Fig. 2c–f). This result suggests that a higher percentage of WT cells undergo cell division after doxorubicin 
treatment, compared to cells lacking AC. This result prompted us to monitor the cellular long-term recovery 
following exposure to the chemotherapeutic agent. First, we measured the recovery of WT and AC-null cells 8 
days after doxorubicin incubation (24 h at 10 nM or 50 nM). Crystal violet staining showed that doxorubicin 
(10 nM) decreased the number of adherent cells by 93.6% in AC-null cells, compared to 62.0% in WT controls 
(Fig. 3a,b). No such difference was noted at 50 nM doxorubicin (Fig. 3b). We then asked whether a higher con-
centration of doxorubicin (500 nM) would affect long-term recovery in WT and AC-null cells. To probe so, we 
treated A375 and A375 AC-null cells with 500 nM doxorubicin for 24 h, recovery rate was measured 30 days 
after. Flow cytometry analyses revealed that WT cells exhibited a substantially stronger recovery than AC-null 
cells (Fig. 3c,d). Images taken by optical microscopy confirmed the increased susceptibility of A375 AC-null cells 
when exposed to doxorubicin, compared to their WT counterparts (Fig. 3e).

Figure 1.   A375 melanoma cells are more resistant to doxorubicin compared to A375 AC-null cells. (a) Vitality 
assay performed on A375 and A375 AC-null cells 48 h after doxorubicin treatments, data are expressed as 
mean ± SD, One-way ANOVA followed by Tukey’s test were used for statistical analyses, experiments were 
performed in three independent experiments with three technical replicates. (b) Caspase 3/7 assay performed 
24 h after 50 nM doxorubicin treatment. (c) Statistical analysis of Caspase 3/7 assay performed 24 h after 50 nM 
doxorubicin treatment. (d) Statistical analysis of Caspase 3/7 assay performed 48 h after 50 nM doxorubicin 
treatment. (e) Statistical analysis of Caspase 3/7 assay performed 72 h after 50 nM doxorubicin treatment. (f) 
Detection of doxorubicin-positive cells 72 h after 50 nM doxorubicin treatment of A375 and A375 AC-null cells. 
(g) Statistical analysis of doxorubicin-positive cell assay performed 72 h after 50 nM doxorubicin treatment. (h) 
Detection of Annexin V-positive cells 24 h after 50 nM doxorubicin treatment of A375 and A375 AC-null cells. 
(i) Statistical analysis of Annexin V-positive cell assay performed 24 h after 50 nM doxorubicin treatment. The 
statistical analyses for Caspase 3/7 and Annexin V were performed using Student’s t test (*p < 0.05, **p < 0.01, 
***p < 0.001). Data are expressed as mean ± SD. Experiments were performed in three independent experiments 
with three technical replicates each.
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Figure 2.   Proliferation recovery assay on A375 and A375 AC-null cells after doxorubicin administration. 
(a) CFSE decay assay performed 24 h after 50 nM doxorubicin treatment. (b) Statistical analysis of CFSE 
assay performed 24 h after 50 nM doxorubicin treatment. (c) CFSE decay assay performed 48 h after 50 nM 
doxorubicin treatment. (d) Statistical analysis of CFSE assay performed 48 h after 50 nM doxorubicin treatment. 
(e) CFSE decay assay performed 72 h after 50 nM doxorubicin treatment. (f) Statistical analysis of CFSE 
assay performed 72 h after 50 nM doxorubicin treatment. The CSFE statistical analyses were performed using 
Student’s t test (*p < 0.05, **p < 0.01, ***p < 0.001). Data are expressed as mean ± SD. Experiments were performed 
in three independent experiments with three technical replicates each.
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A375 AC‑null cells show impaired autophagic flux.  Chemotherapy-induced autophagy limits the 
effectiveness of anticancer treatments, rendering cancer cells more resistant to induced damage31–33. Further-
more, there is a well-established positive correlation between AC expression and autophagy34–36. To evaluate 
the autophagic flux in WT and AC-null A375 cells, we measured the levels of expression of various autophagic 
proteins after doxorubicin treatment. As shown in Fig. 4a, confocal microscopy studies performed on WT and 
AC-null cells stained with lysotracker green showed an aberrant accumulation of large acidic vesicles in AC-null 
A375 cells, indicating a possible defect in cargo digestion. Consistent with this conclusion, Western blot analyses 
performed after doxorubicin exposure showed a lower expression of LC3 I in AC-null A375 cells compared 

Figure 3.   Long-term recovery assay after doxorubicin treatment of A375 and A375 AC-null cells. (a) crystal 
violet colorimetric detection of total cells 8 days after 10 nM doxorubicin administration, data are expressed 
as mean ± SD, the statistical analysis was performed using Student’s t test (*p < 0.05, **p < 0.01, ***p < 0.001). 
(b) crystal violet colorimetric detection of total cells 8 days after 50 nM doxorubicin administration, data 
are expressed as mean ± SD. (c) Total number of A375 and A375 AC-null cells detection 30 days after 500 
nM doxorubicin treatment using flow cytometry assay. (d) Statistical analysis of cells detected in (c), data 
are expressed as mean ± SD, the statistical analysis was performed using Student’s t test (*p < 0.05, **p < 0.01, 
***p < 0.001). (e) A375 and A375 AC-null cells images taken by optical microscope before and after the 
doxorubicin treatment described in (c).
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to WT controls (Fig. 4b,d,e). Interestingly, under baseline conditions LC3 II is not detected in AC-null cells, 
whereas is readily detectable in WT controls. This finding suggests a defect of autophagy in A375 cells lacking 
AC.

Interestingly, doxorubicin incubation decreases Beclin-1 protein levels in both WT and AC-null A375 cells. 
Moreover, we extended our analysis to M14 melanoma cells that, among other differences with A375, exhibit high 
levels of AC expression4. As shown in Fig. 4c–f, M14 cells increase levels of LC3-II and Beclin-1 when treated 
with doxorubicin. Interestingly, M14 cells treated with the 5-fluorouridin prodrug Carmofur, one of the most 
potent AC inhibitor38, decrease the expression of LC3 I-II and Beclin-1 compared to controls.

Moreover, we analyzed the content of p62 protein, which levels are modulated by autophagy since it acts 
as a substrate during autophagic degradation39. We assessed p62 content 3 h after doxorubicin or carmofur 
treatment as suggested by Klionsky et al40. As shown in Fig. 4g,h, p62 decreases in M14 cells after Doxorubicin 
exposure, while Carmofur administration acts oppositely. As expected, p62 decreases in A375 cells treated with 
doxorubicin, and accumulates once A375 cells are exposed to carmofur.

To better estimate the type of autophagic impairment caused by the lack of AC, we transfected A375 AC-null 
cells and WT cells with pCMV RFP-LC3-GFP plasmid. As illustrated in Fig. 5a, once RFP-LC3-GFP localizes into 
autolysosomes, the fluorescence of GFP is quenched due to its low pH whereas that of RFP is stable. Autophago-
some formation causes an increase in the number of GFP-positive/RFP-positive puncta37. Once autophagosomes 
fuse with lysosomes, puncta become GFP-negative/RFP-positive. Autophagy induction results in the increase in 
both yellow and red puncta, while inhibition of autophagy decrease both yellow and red puncta41.

Transfected cells were analyzed by high content confocal microscopy screening. The analysis revealed that 
A375 cells accumulate more RFP + puncta (autolysosomes) and GFP + /RFP + puncta (autophagosomes) after 
doxorubicin exposure. This pattern indicates that A375 induce autophagy in response to doxorubicin, while A375 
AC-null cells did not show any variation of yellow/red puncta among treatments (Fig. 5b–d).

AC‑null cells display a pro‑apoptotic lipidic profile.  We also investigated the effects of doxorubicin 
on sphingolipid levels in WT and AC-null A375 cells. Cells were incubated with doxorubicin (500 nM) for 24 
h and lipid extracts were analyzed by liquid-chromatography/mass spectrometry. First, we measured the cell 
viability of A375 AC-null cells and controls 24 h after 500 nM doxorubicin treatment. As shown in Fig. 6a, at this 
time-point doxorubicin did not affect cell viability among groups. The analyses revealed unstimulated AC-null 
cells contained a higher total amount of ceramides compared to WT controls (Fig. 6b). Of note, under these 
baseline conditions, AC-null cells preferentially accumulated the AC substrate Cer d18:1–16:0 ceramide5, 42, 
rather than Cer d18:1–14:0, Cer d18:1–18:0, Cer d18:1–18:1 and Cer d18:1–20:0 species (Fig. 6c). After doxo-
rubicin exposure, Cer d18:1–16:0 levels increased in WT cells, reaching levels similar to those found in AC-null 
cells (Fig. 6c). Consistent with other reports43, 44, we also found that AC-null cells contain higher levels of very 
long chain ceramides such as Cer d18:1–22:0, Cer d18:1–22:1, Cer d18:1–24:0 and Cer d18:1–24:1 (Fig. 6c). The 
elevated levels of both long and very long ceramides are thought to balance the pro-apoptotic signal induced 
by accumulation of long chain ceramides only45. Doxorubicin exposure also increased sphingosine content in 
both WT and AC-null cells (Fig. 6d). This finding is consistent with previous works and may correlate with 
mitochondrial-dependent apoptosis46, 47. The levels of phosphatidylserine, lysophosphatidylserine and lysophos-
phatidylcholine, phospholipid species that are involved in cell death48 were substantially higher in AC-null cells 
treated with doxorubicin than in untreated AC-null cells or WT controls (Fig. 6e–g).

A375 AC‑null cells have Atg5‑cleaved that switches autophagy to apoptosis.  Starting from the 
finding that AC-null A375 cells exhibit impaired autophagy and a pro-apoptotic lipid profile, we asked whether 
a link between autophagy and apoptosis might emerge in these cells after doxorubicin treatment. To address this 
question, we analyzed the integrity of the Atg5 protein, which is involved in both autophagy and apoptosis49. As 
illustrated in Fig. 7a, full-length 33 kDa Atg5 is required for autophagosome formation50, while the truncated 24 
kDa form activates apoptosis49, 51. Western blot analyses showed that, both under baseline conditions and after 
doxorubicin incubation, AC-null A375 cells contained significant levels of the truncated form of Atg5, which 
was not detectable in WT controls (Fig. 7b).

Figure 4.   A375 AC-null cells have impaired autophagic flux. (a) Confocal live imaging on A375 and A375 
AC-null performed using the Lysotracker Green dye shows an increased accumulation of large acidic vesicles 
in A375 AC-null cells. (b) Western blot analyses of LC3 I-II and Beclin-I expression performed on A375 
and A375 AC-null cells, treated with doxorubicin (500 nM 24 h) or the AC inhibitor carmofur (10 µM 24 h) 
uncropped western blots are shown in Supplementary Information. (c) Western blot analyses of LC3 I-II and 
Beclin-1 expression performed on M14 melanoma cells treated with doxorubicin (500 nM) or the AC inhibitor 
carmofur (10 µM 24 h). (d) Statistical analysis of Western Blot experiments on A375 illustrated in (b). (e) 
Statistical analysis of Western Blot experiments on A375 AC-null illustrated in (b). (f) Statistical analysis of 
Western Blot experiments on M14 illustrated in (c). (g) Western blot analyses of p62 expression performed on 
A375, A375 AC-null and M14 cells, treated with doxorubicin (500 nM) or the AC inhibitor carmofur (10 µM) 
for 3 h. Chloroquine (CHQ) was added 1 h prior protein extraction at 10 µM, following autophagy evaluation 
guidelines40. (h) Statistical analysis of Western Blot experiments on A375 illustrated in (g). Western Blot 
statistical analyses were performed using Two-way ANOVA test (*p < 0.05, **p < 0.01, ***p < 0.001). data are 
expressed as mean ± SD.
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Discussion
The present work investigated the role of the lysosomal cysteine amidase AC, in the response of A375 mela-
noma cells to the anthracycline chemotherapeutic doxorubicin. As expected from previous studies5, AC deletion 
caused a marked enhancement of doxorubicin-induced apoptosis. Furthermore, those AC-null cells that resisted 
apoptosis failed to restore cell replication up to 30 days after exposure to the drug. To elucidate the mechanism 
underlying this long-lasting cell-cycle impairment, we probed the autophagic flux in wild-type and AC-null 
A375 cells. We found that cells lacking the enzyme exhibit an aberrant accumulation of autophagosomes which 
is reminiscent of the cytopathological events occurring in Farber disease52. Similar results were obtained in 
AC-overexpressing M14 melanoma cell treated with doxorubicin and the potent AC inhibitor carmofur. Experi-
ments aimed at exploring possible links between autophagy and apoptosis, revealed that AC-null cells contained 
detectable levels of the calpain-cleaved 24-kDa Atg5 protein, which hinders autophagy to activate apoptosis49, 51.

The inability of AC-null cells to restore the cell cycle following doxorubicin treatment prompted us to hypoth-
esize that AC ablation may create an aberrant ceramide accumulation in lysosomes, which might result in 
impaired autophagy. The mechanism underpinning this dysregulation is unknown, but three hypotheses can 
be formulated. First, since AC is the only enzyme that digests long-chain ceramides in lysosomes, it is possible 
that the accumulation of these lipid substances might overburden the lysosome and mechanically disable cargo 
digestion. Second, ceramides are presented to AC by the protein saposin-D. Saposine-defective mice exhibit 
altered autophagy and an abnormally high number of unprocessed autophagosomes53. It is possible that cera-
mide accumulation in AC-null cells sequesters saposin-D, causing a phenotype similar to the one described in 
saposin-deficient mice. Third, Liu and collaborators54 have shown that lysosomal long-chain ceramides activate 
cathepsin-D, a lysosomal protease that suppresses autophagy. It is thus possible that the marked reduction in 
autophagy observed in AC-null cells might be caused by ceramide-induced cathepsin-D activation. Further 
experimentation is needed to test these hypotheses.

The findings show that AC deletion causes profound alterations in the lipid profile of A375 cells following 
incubation with doxorubicin. Consistent with previous studies on mammary tumours, we found that doxoru-
bicin treatment increased total ceramide content in wild-type A375 cells45. Moreover, as previously described5, 
untreated AC-null cells accumulated larger amounts of ceramides than did wild-type controls. A more granu-
lar inspection of the lipidomic data revealed that exposure to doxorubicin decreased the levels of ceramide 
d18:1–22:0 and d18:1–24:0 in wild-type cells, whereas it exerted an opposite effect in AC-null cells. The role 
of very long-chain ceramides in the regulation of apoptosis is still unclear. There are evidences that long-chain 
ceramides may activate apoptosis whereas very long ceramides may not55. Other studies suggest that different 
ceramide species may be involved in distinct phases of the apoptotic process: apoptotic cells may initially produce 
ceramide d18:1–16:0 and d18:1–18:0 followed by formation of ceramide d18:1–24:0 when the process reaches its 
final stages56. Our data show that AC-null cells accumulate ceramide d18:1–22:0 and d18:1–24:0, and are more 
prone to activate apoptosis, whereas chemotherapy-resistant wild-type cells reduce their intracellular amounts 
of ceramide d18:1–22:0 and d18:1–24:0 after incubation with doxorubicin.

It is described that doxorubicin enhances ceramide production mainly through de novo synthesis path-
way, which results in a prolonged ceramide elevation and plays a main role in ceramide-mediated apoptotic 
signalling57. Probably AC plays a role in doxorubicin resistance by limiting ceramide accumulation derived from 
ceramide synthases. The lack of AC might generate an amplification loop that increases the apoptotic induction. 
Of note, our lipidomic analyses show that doxorubicin may alter the intracellular content of several other lipid 
classes, in addition to ceramides. Whereas the drug increased the amount of LCB in both wild-type and AC-
null cells, it exerted a different effect on lyso-PS and lyso-PC, the levels of which were increase in AC-null cells 
after doxorubicin treatment. The presence of lyso-PS on the surface of apoptotic cells enhances efferocytosis by 
macrophages58. Lyso-PC, another lysophospholipid that we found to accumulate preferentially in AC-null cells 
after doxorubicin incubation is known to stimulate apoptosis in various cell types, including endothelial59 and 
Huh-7 hepatoma cells60. Together, our lipidomic analyses suggest that doxorubicin creates a pro-apoptotic lipid 
signature in AC-null cells, which is not limited to the increase of long-chain ceramides, but also involves the very-
long chain ceramide species d18:1–22:0 and d18:1–24:0 as well as other pro-apoptotic phospholipid mediators.

Finally, our results suggest that wild-type and AC-null A375 cells follow two separate paths after doxorubicin 
exposure. Wild-type cells turn on autophagy and fully recover from doxorubicin-induced damage. By contrast, 
AC-null cells fail both to activate autophagy and recover. This dichotomy is paralleled by a marked difference in 

Figure 5.   High-content confocal microscopy autophagy analysis. (a) Left panel illustrates the principle of high 
content confocal microscopy analysis. Briefly, 1 × 104 pCMV-RFPLC3GFP transfected cells were treated with 
doxorubicin (500 nM—24 h) and Carmofur (10 µM—24 h). After treatments, cells were fixed and analyzed for 
GFP+ RFP+ overlapping puncta and for GFP−/RFP+ vesicle content. Around 103 transfected cells/well were 
analyzed using Harmony algorithms, where RFP+/GFP+ vesicles are counted as autophagosomes and RFP+/
GFP− vesicles are counted as autolysosomes. The outcome of this test is the following: an autophagy inducer will 
increase RFP+/GFP+ and RFP+/GFP− vesicles, an autophagy blocker will increase RFP+/GFP+ but decrease 
RFP+/GFP− vesicles, whereas an autophagy inhibitor will decrease RFP+/GFP+ and RFP+/GFP− vesicles. Right 
panel shows an overview of a single High-Content acquisition, in which every big square comprises hundreds 
of 3% overlapping images taken at × 63 magnification. (b) Images taken from the acquisition shown in (a). (c,d) 
Statistical analysis of RFP+/GFP+ and RFP+/GFP− vesicles revealed that A375 cells increases the RFP+/GFP+ 
and RFP+/GFP− vesicles when exposed to doxorubicin, compared to A375 AC-null cells, in which autophagy 
inhibition was detected. Statistical analyses were performed using one-way ANOVA test (*p < 0.05, **p < 0.01, 
***p < 0.001). Data are expressed as mean ± SD.
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the integrity of Atg5, a 33-kDa protein that is required for autophagosome formation and can switch autophagy 
to apoptosis when cleaved into a 24 kDa protein by calpain49. We found that the truncated form of Atg5 is readily 
detectable in AC-null A375 cells, but not in wild-type control cells. A similar connection between autophagy, 
apoptosis and AC expression was recently observed when AC-null cells are exposed to nutrient deprivation61.

In conclusion, the present work highlights changes that affect melanoma cells during incubation with doxo-
rubicin in A375 melanoma cells lacking AC. We found that the remarkable reduction in recovery rate after 
doxorubicin treatment is strictly bond with the impairment of autophagy, that force the AC-inhibited cells into 
apoptotic path.

Experimental procedures
Cell cultures.  Human epithelial melanoma A375 cells were purchased from American Type Culture Collec-
tion (Manassas, VA) and A375 AC-null cells were obtained by CRISPR-Cas9 gene-editing, as described5. Cells 
were cultured in Dulbecco’s Modified Eagle’s Medium (DMEM) supplemented with 10% fetal bovine serum 
(FBS, 2 mM l-glutamine and antibiotics (penicillin, streptomycin) at 37 °C and 5% CO2.

Doxorubicin treatments.  Doxorubicin (Merk, D2975000) was used in a range from 0.1 to 0.8 µg/mL, 
based on average doxorubicin plasma concentration measured 1–10 h post-infusion in human patients60.

Flow cytometry: long‑term recovery, apoptosis, and cell cycle assay, annexin‑V assay.  Cells 
(105/well) were seeded 24 h before treatment with doxorubicin (500 nM). After 24 h, the cells were rinsed in 
phosphate-buffered saline (PBS) at pH 7.4. Cells were grown for 20 days in DMEM at 37 °C in a humidified 
5% CO2 atmosphere. They were rinsed with PBS and the medium was replaced with DMEM for 10 days before 
flow cytometry, which was performed using the Attune NxT Acoustic Focusing Cytometer (Invitrogen, Thermo 
Fisher Scientific).

Apoptosis was measured using the CellEventTM Caspase-3/7 Green Flow Cytometry Assay Kit (Thermo 
Fisher Scientific). Cells (105/well) were seeded 24 h before treatment with doxorubicin (50 nM). After 24 h, 48 
h or 72 h cells were harvested in 1 mL of PBS containing 2% bovine serum albumin (BSA, Sigma). Cell samples 
were incubated with CellEventTM (Invitrogen, Thermo Fisher Scientific) Caspase-3/7 Green Detection Reagent 
for 30 min at 37 °C, protected from light. Flow cytometry analysis was performed as outlined above. Apoptosis 
was also evaluated using the FITC Annexin V/Dead Cell Apoptosis Kit (Invitrogen, Thermo Fisher Scientific). 
Cells (105/well) were seeded 24 h before treatment with doxorubicin (50 nM). The samples were harvested, 
washed with PBS and pelleted by centrifugation. Cells were resuspended in annexin-binding buffer and added the 
FITC annexin V. Results were analyzed by flow cytometry. Cell cycle assays were performed using CellTraceTM 
Cell Proliferation Kits (Invitrogen, Thermo Fisher Scientific). Cells (105/well) were harvested and pelleted by 
centrifugation. The samples were resuspended in PBS containing CellTraceTM CFSE dye (2uM) and incubated 
for 20 min at room temperature, protected from light. Samples were incubated with DMEM without FBS for 5 
min. Cells were pelleted and resuspended in DMEM 10% FBS. Stained cells (105/well) were seeded and before 
the analysis treated with doxorubicin (50 nM) for 24, 48 and 72 h each. Results were analyzed by flow cytometry.

Cell viability assay.  Cell viability was assessed using the WST assay (Cell Counting Kit-8 Sigma). Cells 
(15 × 103) were seeded in 96-well plates 24 h before treatment with various concentration of doxorubicin (50 nM, 
75 nM, 100 nM, 200 nM). 48 h later, the samples were incubated with WST for 1 h at 37 °C. Same experiment was 
performed after 24 h of 500 nM of doxorubicin treatment. Results were analyzed using Varioskan Lux software 
(Thermo Fisher Scientific).

Confocal microscopy screening.  Cells (1 × 104/well) were transfected with pCMV RFP-LC3-GFP plas-
mid using Lipofectamine LTX (Thermofisher, USA) following manufacturer’s instructions. RFP-LC3-GFP trans-
fected cells were cultured in cell-carrier Ultra plates (Perkin-Elmer, UK) overnight. Media was then replaced 
with DMEM culture medium containing the indicated chemicals for the indicated time periods. Nuclei were 
stained using DAPI (Thermofisher, USA). Images were acquired with Operetta CLS confocal fluorescent micro-
scope (Perkin-Elmer, UK). The analysis was performed using Harmony software (Perkin-Elmer, UK) on over 

Figure 6.   A375 AC-null cells shows an apoptotic lipidic profile. (a) Cell viability assay (WST-8) performed 
24 h after doxorubicin treatment (500 nM). No differences were observed among groups. Statistical analysis 
was performed using Student’s t test (*p < 0.05, **p < 0.01, ***p < 0.001). data are expressed as mean ± SD. (b) 
A375 AC-null cells increase the total amount of ceramides compared to A375 WT cells. (c) A375 AC-null 
cells increase the amount of both long chain (Cer d18:1–16:0, Cer d18:1–16:1) and very-long chain ceramides 
(Cer d18:1–24:0) after doxorubicin exposure, compared to A375 WT cells, which increase the long chain 
ceramides only (Cer d18:1–16:0, Cer d18:1–16:1). (d) A375 AC-null cells accumulate more LCB 18:1;2 
after the doxorubicin treatment compared to control A375 cells. (e) A375 AC-null cells accumulate more 
phosphatidylserine after the doxorubicin treatment compared to control A375 cells. (f) A375 AC-null cells 
have less lysophosphatidylserine than control A375 cells. The doxorubicin treatment causes an increase of 
lysophosphatidylserine levels only in A375 AC-null cells. (g) Doxorubicin treatment decrease the levels of 
lysophosphatidylcholine in A375 AC-null cells, while the same treatment has the opposite effect on A375 
AC-null cells. The statistical analyses were performed using one-way ANOVA test (*p < 0.05, **p < 0.01, 
***p < 0.001). Data are expressed as mean ± SD.
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45 fields/well, taking images with 63 × objective and analyzing an average of 103 transfected cells. We counted 
the amount of either GFP-LC3 puncta overlayed or not with RFP-LC3 in every transfected cell detected by the 
instrument.

Western blot.  Cells (5 × 105) were rinsed with PBS and incubated with RIPA Lysis buffer (Millipore, Mas-
sachusetts, USA) containing protease inhibitors (PierceTM Protease Inhibitor, Thermo Scientific) for 10 min 
on ice. The cells were harvested with a cell scraper and lysed at 4 °C overnight. Samples were centrifuged at 
13,000×g for 10 min. Supernatants were collected, and protein content was measured by the Bradford method 
(Bio-Rad, Hercules, USA). Proteins were separated on polyacrylamide gels (NuPAGETM 4–12% Bis–Tris Gel 
Invitrogen). Immunoblotting was performed using a rabbit polyclonal anti-LC3B antibody (1:1000; 700712, 
Invitrogen, Thermo Fisher Scientific), rabbit anti-ATG5 (1:1000; AO731, Sigma, St. Louis, USA), mouse anti-β-
actin (1:1000; A1978, Sigma, St. Louis, USA), mouse anti-SQSTM1/p62 (1:1000, ab56416, Abcam, Cambridge, 
UK) Density of the bands was quantified with ImageJ. Some of the blots in the following articles were analyzed 
using the Chemidoc acquisition system, as illustrated in Supplementary Information, in which a single blot 
uncropped is shown.

Quantitative shotgun lipidomics.  The analysis of lipids extracts was performed on total cell lysates, fol-
lowing a protocol previously reported62,63.

Statistical analyses.  Results were analyzed using GraphPad Prism software and all numerical values were 
expressed as mean ± SD. For FACS and Western blot experiments, statistical significance was assessed using the 
Student’s t test (*p < 0.05, **p < 0.01, ***p < 0.001). One-way ANOVA followed by Tukey’s test was used for sta-
tistical analyses of cell viability and lipidomic investigation. The homogeneity of variances was performed using 
Levene’s test. Differences were considered significant at *p < 0.05, **p < 0.01, ***p < 0.001, and ****p < 0.0001.

Received: 28 October 2020; Accepted: 4 May 2021

References
	 1.	 Futerman, A. H. & Hannun, Y. A. The complex life of simple sphingolipids. EMBO Rep. 5(8), 777–782 (2004).
	 2.	 Ogretmen, B. & Hannun, Y. A. Biologically active sphingolipids in cancer pathogenesis and treatment. Nat. Rev. Cancer 4(8), 

604–616 (2004).
	 3.	 Hannun, Y. A. & Obeid, L. M. Principles of bioactive lipid signalling: Lessons from sphingolipids. Nat. Rev. Mol. Cell Biol. 9(2), 

139–150 (2008).
	 4.	 Realini, N. et al. Acid ceramidase in melanoma expression, localization, and effects of pharmacological inhibition. J. Biol. Chem. 

291(5), 2422–2434 (2016).
	 5.	 Lai, M. et al. Complete acid ceramidase ablation prevents cancer-initiating cell formation in melanoma cells. Sci. Rep. 7(1), 1–14 

(2017).
	 6.	 Lai, M., La Rocca, V., Amato, R., Freer, G. & Pistello, M. Sphingolipid/ceramide pathways and autophagy in the onset and progres-

sion of melanoma: Novel therapeutic targets and opportunities. Int. J. Mol. Sci. 20(14), 3436 (2019).
	 7.	 Aflaki, E. et al. C16 ceramide is crucial for triacylglycerol-induced apoptosis in macrophages. Cell Death Dis. 3(3), e280–e280 

(2012).
	 8.	 Siskind, L. J. & Colombini, M. The lipids C2-and C16-ceramide form large stable channels Implications for apoptosis. J. Biol. Chem. 

275(49), 38640–38644 (2000).

Figure 7.   A375 AC-null cells scored positive for the pro-apoptotic Atg5 cleaved protein. (a) Schematic 
illustration of the role of Atg5 in the regulation of autophagy and apoptosis. (b) Western blot was performed on 
A375 WT and A375 AC-null cells treated with 500 nM of doxorubicin for 24 h. Western blot analysis show the 
presence of the pro-apoptotic cleaved Atg5 protein in the A375 AC-null cells lysate while it is not detected in the 
A375 WT cells. Uncropped western blots are shown in Supplementary Information.



13

Vol.:(0123456789)

Scientific Reports |        (2021) 11:11221  | https://doi.org/10.1038/s41598-021-90219-1

www.nature.com/scientificreports/

	 9.	 LaMontagne, K. et al. Antagonism of sphingosine-1-phosphate receptors by FTY720 inhibits angiogenesis and tumor vasculariza-
tion. Cancer Res. 66(1), 221–231 (2006).

	10.	 Cuvillier, O. et al. Suppression of ceramide-mediated programmed cell death by sphingosine-1-phosphate. Nature 381(6585), 
800–803 (1996).

	11.	 Hait, N. C., Oskeritzian, C. A., Paugh, S. W., Milstien, S. & Spiegel, S. Sphingosine kinases, sphingosine 1-phosphate, apoptosis 
and diseases. Biochim. Biophys. Acta (BBA) Biomembr. 1758(12), 2016–2026 (2006).

	12.	 Kono, M. et al. Neutral ceramidase encoded by the Asah2 gene is essential for the intestinal degradation of sphingolipids. J. Biol. 
Chem. 281(11), 7324–7331 (2006).

	13.	 Sun, W. et al. Upregulation of the human alkaline ceramidase 1 and acid ceramidase mediates calcium-induced differentiation of 
epidermal keratinocytes. J. Investig. Dermatol. 128(2), 389–397 (2008).

	14.	 Xu, R. et al. Alkaline ceramidase 2 and its bioactive product sphingosine are novel regulators of the DNA damage response. Onco-
target 7(14), 18440 (2016).

	15.	 Hu, W. et al. Alkaline ceramidase 3 (ACER3) hydrolyzes unsaturated long-chain ceramides, and its down-regulation inhibits both 
cell proliferation and apoptosis. J. Biol. Chem. 285(11), 7964–7976 (2010).

	16.	 Azuma, N., Obrien, J. S., Moser, H. W. & Kishimoto, Y. Stimulation of acid ceramidase activity by saposin D. Arch. Biochem. Biophys. 
311(2), 354–357 (1994).

	17.	 Sugita, M., Dulaney, J. T. & Moser, H. W. Ceramidase deficiency in Farber’s disease (lipogranulomatosis). Science 178(4065), 
1100–1102 (1972).

	18.	 Zhou, J. et al. Spinal muscular atrophy associated with progressive myoclonic epilepsy is caused by mutations in ASAH1. Am. J. 
Hum. Genet. 91(1), 5–14 (2012).

	19.	 Mahdy, A. E. et al. Acid ceramidase upregulation in prostate cancer cells confers resistance to radiation: AC inhibition, a potential 
radiosensitizer. Mol. Ther. 17(3), 430–438 (2009).

	20.	 Tan, S. F., Pearson, J. M., Feith, D. J. & Loughran, T. P. Jr. The emergence of acid ceramidase as a therapeutic target for acute myeloid 
leukemia. Expert Opin. Ther. Targets 21(6), 583–590 (2017).

	21.	 Realini, N. et al. Discovery of highly potent acid ceramidase inhibitors with in vitro tumor chemosensitizing activity. Sci. Rep. 3, 
1035 (2013).

	22.	 Doan, N. B., Alhajala, H., Al-Gizawiy, M. M., Mueller, W. M., Rand, S. D., Connelly, J. M., ... & Schmainda, K. M. (2017). Acid 
ceramidase and its inhibitors: A de novo drug target and a new class of drugs for killing glioblastoma cancer stem cells with high 
efficiency. Oncotarget, 8(68), 112662.

	23.	 Snider, J. M. et al. Multiple actions of doxorubicin on the sphingolipid network revealed by flux analysis. J. Lipid Res. 60(4), 819–831 
(2019).

	24.	 Liu, X. et al. Acid ceramidase inhibition: A novel target for cancer therapy. Front. Biosci. 13(13), 2293–2298 (2008).
	25.	 Delpy, E. et al. Doxorubicin induces slow ceramide accumulation and late apoptosis in cultured adult rat ventricular myocytes. 

Cardiovasc. Res. 43(2), 398–407 (1999).
	26.	 Maiuri, M. C., Zalckvar, E., Kimchi, A. & Kroemer, G. Self-eating and self-killing: crosstalk between autophagy and apoptosis. 

Nat. Rev. Mol. Cell Biol. 8(9), 741–752 (2007).
	27.	 Eisenberg-Lerner, A., Bialik, S., Simon, H. U. & Kimchi, A. Life and death partners: apoptosis, autophagy and the cross-talk between 

them. Cell Death Differ. 16(7), 966–975 (2009).
	28.	 Chen, S. et al. Targeting SQSTM1/p62 induces cargo loading failure and converts autophagy to apoptosis via NBK/Bik. Mol. Cell. 

Biol. 34(18), 3435–3449 (2014).
	29.	 Su, X. et al. Co-delivery of doxorubicin and PEGylated C16-ceramide by nanoliposomes for enhanced therapy against multidrug 

resistance. Nanomedicine 10(13), 2033–2050 (2015).
	30.	 Fujimura, T., Kambayashi, Y., Ohuchi, K., Muto, Y. & Aiba, S. Treatment of advanced melanoma: Past, present and future. Life 

10(9), 208 (2020).
	31.	 Ndoye, A., & Weeraratna, A. T. (2016). Autophagy-An emerging target for melanoma therapy. F1000Research, 5.
	32.	 Amaravadi, R. K. et al. Autophagy inhibition enhances therapy-induced apoptosis in a Myc-induced model of lymphoma. J. Clin. 

Investig. 117(2), 326–336 (2007).
	33.	 Selvakumaran, M., Amaravadi, R. K., Vasilevskaya, I. A. & O’Dwyer, P. J. Autophagy inhibition sensitizes colon cancer cells to 

antiangiogenic and cytotoxic therapy. Clin. Cancer Res. 19(11), 2995–3007 (2013).
	34.	 Turner, L., Liu, X., Cheng, J., Beckham, T., & Norris, J. (2009). Abstract# 379: Effects of acid ceramidase over-expression on 

autophagy in prostate cancer cells.
	35.	 Turner, L. S. et al. Autophagy is increased in prostate cancer cells overexpressing acid ceramidase and enhances resistance to C 6 

ceramide. Prostate Cancer Prostatic Dis. 14(1), 30–37 (2011).
	36.	 Bedia, C., Casas, J., Andrieu-Abadie, N., Fabriàs, G. & Levade, T. Acid ceramidase expression modulates the sensitivity of A375 

melanoma cells to dacarbazine. J. Biol. Chem. 286(32), 28200–28209 (2011).
	37.	 Pattingre, S. et al. Role of JNK1-dependent Bcl-2 phosphorylation in ceramide-induced macroautophagy. J. Biol. Chem. 284(5), 

2719–2728 (2009).
	38.	 Realini, N. et al. Discovery of highly potent acid ceramidase inhibitors with in vitro tumor chemosensitizing activity. Sci. Rep. 3(1), 

1–7 (2013).
	39.	 Liu, W. J. et al. p62 links the autophagy pathway and the ubiqutin–proteasome system upon ubiquitinated protein degradation. 

Cell. Mol. Biol. Lett. 21(1), 1–14 (2016).
	40.	 Klionsky, D. J. et al. Guidelines for the use and interpretation of assays for monitoring autophagy. Autophagy 17(1), 1–382 (2021).
	41.	 Mizushima, N., Yoshimori, T. & Levine, B. Methods in mammalian autophagy research. Cell 140(3), 313–326 (2010).
	42.	 Gebai, A., Gorelik, A., Li, Z., Illes, K. & Nagar, B. Structural basis for the activation of acid ceramidase. Nat. Commun. 9(1), 1–11 

(2018).
	43.	 Hartmann, D. et al. The equilibrium between long and very long chain ceramides is important for the fate of the cell and can be 

influenced by co-expression of CerS. Int. J. Biochem. Cell Biol. 45(7), 1195–1203 (2013).
	44.	 Schiffmann, S. et al. Ceramide synthases and ceramide levels are increased in breast cancer tissue. Carcinogenesis 30(5), 745–752 

(2009).
	45.	 del Solar, V. et al. Differential regulation of specific sphingolipids in colon cancer cells during staurosporine-induced apoptosis. 

Chem. Biol. 22(12), 1662–1670 (2015).
	46.	 Cuvillier, O. et al. Sphingosine generation, cytochrome c release, and activation of caspase-7 in doxorubicin-induced apoptosis of 

MCF7 breast adenocarcinoma cells. Cell Death Differ. 8(2), 162–171 (2001).
	47.	 Woodcock, J. Sphingosine and ceramide signalling in apoptosis. IUBMB Life 58(8), 462–466 (2006).
	48.	 Lauber, K. et al. Apoptotic cells induce migration of phagocytes via caspase-3-mediated release of a lipid attraction signal. Cell 

113(6), 717–730 (2003).
	49.	 Yousefi, S. et al. Calpain-mediated cleavage of Atg5 switches autophagy to apoptosis. Nat. Cell Biol. 8(10), 1124–1132 (2006).
	50.	 Levine, B. & Klionsky, D. J. Development by self-digestion: molecular mechanisms and biological functions of autophagy. Dev. 

Cell 6(4), 463–477 (2004).



14

Vol:.(1234567890)

Scientific Reports |        (2021) 11:11221  | https://doi.org/10.1038/s41598-021-90219-1

www.nature.com/scientificreports/

	51.	 Lépine, S., Allegood, J. C., Edmonds, Y., Milstien, S. & Spiegel, S. Autophagy induced by deficiency of sphingosine-1-phosphate 
phosphohydrolase 1 is switched to apoptosis by calpain-mediated autophagy-related gene 5 (Atg5) cleavage. J. Biol. Chem. 286(52), 
44380–44390 (2011).

	52.	 Pará, C., Bose, P. & Pshezhetsky, A. V. Neuropathophysiology of lysosomal storage diseases: synaptic dysfunction as a starting 
point for disease progression. J. Clin. Med. 9(3), 616 (2020).

	53.	 Sun, Y. & Grabowski, G. A. Altered autophagy in the mice with a deficiency of saposin A and saposin B. Autophagy 9(7), 1115–1116 
(2013).

	54.	 Liu, F. et al. Ceramide activates lysosomal cathepsin B and cathepsin D to attenuate autophagy and induces ER stress to suppress 
myeloid-derived suppressor cells. Oncotarget 7(51), 83907 (2016).

	55.	 Grösch, S., Schiffmann, S. & Geisslinger, G. Chain length-specific properties of ceramides. Prog. Lipid Res. 51(1), 50–62 (2012).
	56.	 Stiban, J. & Perera, M. Very long chain ceramides interfere with C16-ceramide-induced channel formation: A plausible mechanism 

for regulating the initiation of intrinsic apoptosis. Biochim. Biophys. Acta (BBA) Biomembr. 1848(2), 561–567 (2015).
	57.	 Reynolds, C. P., Maurer, B. J. & Kolesnick, R. N. Ceramide synthesis and metabolism as a target for cancer therapy. Cancer Lett. 

206(2), 169–180 (2004).
	58.	 Bratton, D. L. & Henson, P. M. Neutrophil clearance: When the party is over, clean-up begins. Trends Immunol. 32(8), 350–357 

(2011).
	59.	 Chang, M. C., Lee, J. J., Chen, Y. J., Lin, S. I., Lin, L. D., Liou, E. J. W., ... & Jeng, J. H. (2017). Lysophosphatidylcholine induces 

cytotoxicity/apoptosis and IL-8 production of human endothelial cells: related mechanisms. Oncotarget, 8(63), 106177.
	60.	 Kakisaka, K., Cazanave, S. C., Fingas, C. D., Guicciardi, M. E., Bronk, S. F., Werneburg, N. W., ... & Gores, G. J. (2012). Mechanisms 

of lysophosphatidylcholinee-induced hepatocyte lipoapoptosis. American Journal of Physiology-Gastrointestinal and Liver Physiol-
ogy, 302(1), G77-G84.

	61.	 Lai, M. et al. Ablation of acid ceramidase impairs autophagy and mitochondria activity in melanoma cells. Int. J. Mol. Sci. 22(6), 
3247 (2021).

	62.	 Barpe, D. R., Rosa, D. D. & Froehlich, P. E. Pharmacokinetic evaluation of doxorubicin plasma levels in normal and overweight 
patients with breast cancer and simulation of dose adjustment by different indexes of body mass. Eur. J. Pharm. Sci. 41(3–4), 
458–463 (2010).

	63.	 Nielsen, I. Ø., Maeda, K., & Bilgin, M. (2017). Global Monitoring of the Mammalian Lipidome by Quantitative Shotgun Lipidom-
ics. In Lipidomics (pp. 123–139). Humana Press, New York, NY.

Acknowledgements
CISUP—Centre for Instrumentation Sharing—University of Pisa.

Author contributions
Conceptualization, M.L. and R.A.; methodology, V.L.R.; validation and statistical analysis, R.A; lipidomic assays 
M.B; data curation, funds management PQ; revision of manuscript, G.F., D.P. and MP; writing—original draft 
preparation, V.L.R; writing review and editing, M.L., R.A.; Confocal screenings: M.L., P.S. All authors have read 
and agreed to the published version of the manuscript.

Funding
This research was funded by “I-GENE, In-vivo Gene Editing by Nanotransducers”, European call identifier 
H2020-FETOPEN-2018-2020, Proposal ID 862714.

Competing interests 
The authors declare no competing interests.

Additional information
Supplementary Information The online version contains supplementary material available at https://​doi.​org/​
10.​1038/​s41598-​021-​90219-1.

Correspondence and requests for materials should be addressed to M.L.

Reprints and permissions information is available at www.nature.com/reprints.

Publisher’s note  Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

Open Access   This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the 
Creative Commons licence, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from 
the copyright holder. To view a copy of this licence, visit http://​creat​iveco​mmons.​org/​licen​ses/​by/4.​0/.

© The Author(s) 2021, corrected publication 2021

https://doi.org/10.1038/s41598-021-90219-1
https://doi.org/10.1038/s41598-021-90219-1
www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/

	Acid ceramidase controls apoptosis and increases autophagy in human melanoma cells treated with doxorubicin
	Results
	AC-null cells are susceptible to doxorubicin. 
	AC-null cells show no long-term recovery after doxorubicin treatment. 
	A375 AC-null cells show impaired autophagic flux. 
	AC-null cells display a pro-apoptotic lipidic profile. 
	A375 AC-null cells have Atg5-cleaved that switches autophagy to apoptosis. 

	Discussion
	Experimental procedures
	Cell cultures. 
	Doxorubicin treatments. 
	Flow cytometry: long-term recovery, apoptosis, and cell cycle assay, annexin-V assay. 
	Cell viability assay. 
	Confocal microscopy screening. 
	Western blot. 
	Quantitative shotgun lipidomics. 
	Statistical analyses. 

	References
	Acknowledgements




