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Author Correction: KDM3 epigenetically controls
tumorigenic potentials of human colorectal cancer
stem cells through Wnt/β-catenin signalling
Jiong Li1*, Bo Yu1, Peng Deng1, Yingduan Cheng1, Yongxin Yu1, Kareena Kevork1, Sivakumar Ramadoss1,

Xiangming Ding2, Xinmin Li2 & Cun-Yu Wang1,3*

Correction to: Nature Communications https://doi.org/10.1038/ncomms15146, published online 25 April 2017.

This Article contains errors in Figure 4 and Supplementary Figure 3. In Figure 4b, the image representing ALDH−/EpCAM+ Control
siRNA was taken from the ALDH+/EpCAM+ KDM3A+B siRNA image. In Supplementary Figure 3b, the image representing CD133+/
EpCAM+ was taken from CD133+/EpCAM+ Control siRNA image of panel a. The correct versions of Figure 4 and Supplementary
Figure 3 are shown below. The error has not been corrected in the PDF or HTML versions of the Article.
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