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Corrections & amendments

Author Correction: 
Elephant shark genome 
provides unique insights 
into gnathostome 
evolution

https://doi.org/10.1038/s41586-020-2967-4

Correction to: Nature https://doi.org/10.1038/nature12826
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Byrappa Venkatesh, Alison P. Lee, Vydianathan Ravi,  
Ashish K. Maurya, Michelle M. Lian, Jeremy B. Swann, Yuko Ohta, 
Martin F. Flajnik, Yoichi Sutoh, Masanori Kasahara, Shawn Hoon, 
Vamshidhar Gangu, Scott W. Roy, Manuel Irimia, Vladimir Korzh,  
Igor Kondrychyn, Zhi Wei Lim, Boon-Hui Tay, Sumanty Tohari,  
Kiat Whye Kong, Shufen Ho, Belen Lorente-Galdos, Javier Quilez, 
Tomas Marques-Bonet, Brian J. Raney, Philip W. Ingham, Alice Tay, 
LaDeana W. Hillier, Patrick Minx, Thomas Boehm, Richard K. Wilson, 
Sydney Brenner & Wesley C. Warren

In this Article, the Author Information section should have stated that 
the miRNA reads for 17 tissues have been deposited at the Sequence 
Read Archive (SRA) under accession numbers: SRR12545166–
SRR12545182. The original Article has not been corrected.
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